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R EE M cDNA 55— 458, LUAE T BOR , 3
FISER Tt e & PCR RS, L%k & PCR
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Table 1 Name and sequences of primers

514 F3i(5'-3) Jich-

Primer Sequence Use
VvWRKY13-FP GAATTCATGTCTACTACTTCTCAAGCC Construct assembly, PCR
VvWRKY13-RP CTCGAGCCTACCAAAAGAAATTATTG Construct assembly, PCR

VvWRKY13-FP1 GCTCTAGAATGTCTACTACTTCTCAAGCC PCR

VvWRKY13-RP1 GCTCTAGAATGTCTACTACTTCTCAAGCC PCR
VvWRKY13-FP GGTTGCCAACAATCCCT gRT-PCR
VvWRKY13-RP GTCATCTCCACCGATACTTC gRT-PCR
SIFA-FP GAGGGTTGGAGGAGTAGTGAAG gRT-PCR
SIE4-RP CCTGGCGATTTAGAGTGGTC gRT-PCR
SIES-FP CCACCATGTCCTCAGCCAG qRT-PCR
SIES-RP CTTTCACCGAAGAAGCACG gRT-PCR
SIPG1-FP TGAGGACCAAATCGGAATC gRT-PCR
SIPG1-RP TGTCGGACTAAGAAAGAATAACC qRT-PCR
SIPG3-FP ATACAACAGTTTTCAGCAGTTCAAGT gRT-PCR
SIPG3-RP GGTTTTCCACTTTCCCCTACTAA gRT-PCR
SlActin-FP GGAATGGGACAGAAGGAT gRT-PCR
SlActin-RP CAGTCAGGAGAACAGGGT gRT-PCR
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Note:a. Tomato seedlings; b. Cotyledon for infiltration;c, Resistant bud;d. Rooting seedlings;e, Transgenic plants,
1 HEZRFEREERENHRR

Fig. 1 Genetic transformation of tomato by leaf disc infiltration method
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Fig. 3 qRT-PCR analysis of VoWRKY13 ectopic

over-expression plants
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Note: M. Marker; S1. Sample 1; S2. Sample 2; S3. Sample
3; W. Wild type; O. Negative control. 2.2.1 VWWRKYI3 ﬁﬁ%%ﬁ%ﬁgﬁﬁﬁﬁ
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Fig. 2 Analysis of PCR products of VoWRKY13 THBHWAEREERTAERM LEZR, HZ
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B4 VoWRKYIS 3REEBMHRRMERRFEER
Fig. 4 Growth and flowering condition of VoWRKY13

over-expression tomato lines

=2 VuWRKYI13 dREBEMMNHEZEFIERE
Table 2 Period from seedling to flowering of

VwWRKYI13 over-expression tomato lines

EHRR H— IR ]
Tomato lines Time of first flower bloom/d
WT 48. 33a=0. 58
L3 44. 33b+0. 58
L9 43.00b+£1.73
L14 42.00b+1. 73
2.2.2 VoWRKYI13 e s EEFBH LT

4i%

MR v s U A B A BU AN VoWRK Y13 i3 R34
BEMHRRARTLHEAETRA, &RWE 3 PR,
VoWRKY13 it RA TR R R LHE T L
ARG, B AR BRI AR IR L AT E
52. 67 d. i VoWRKY13 3T 7535 B itk 2 B X
2 46, 33~49. 33 d, XELE R VoWRKYI13
Z5TRLREIFMGRLHEFIE, MmHRE

# 3 VOWRKYIS RIEEFKRARLLTNE R
Table 3 Total growth period of VoWRKY13

over-expression tomato lines

73 FELRE A
Lines Fruits growth period/d
WT 52.67a+1.15

L3 46. 33b+£1. 52

L9 49. 33ab=+4. 00

L14 46. 33b+1. 52
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Fig. 5 Change of fruits weight of VoWRKY13

over-expression tomato lines
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Fig. 6 Number change of seeds in VoWRKY13

over-expression tomato lines
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Fig. 7 Expression of ripening related genes in VoWRKY13 over-expression tomato lines
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VyWRKY13 Gene of Grape Promotes Fruits Ripening for
Transgenic Tomato

MA Qian,ZHANG Suifang,ZHOU Jiaxuan, LIU Xin
(Life Science College, Qingdao Agricultural University/Key Lab of Plant Biotechnology in Universities of Shandong

Province, Qingdao, Shandong 266109)

Abstract: The grape cultivar ‘Zuoyouhong”’ and tomato cultivar ‘Micro-Tom” were used as materials,

the development period, fruits size, seeds number and the mature related gene expression level in

VuWRKY13 transgenic lines and wild type tomato were researched via mature related phenotypes
detection in VoWRKY13 tomato over expression lines., The results indicated that VoWRKYI13

shortened tomato fruits development period, decreased {ruits size and seed number, increased

expression of mature related gene expression, but did not change the photosynthetic rate of leaves.

Keywords: grape; VoWRK Y13 ; developmental period; tomato; transgenic



