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Fig. 1 Parental lines F; and F; generation for fruit shape
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Table 1 Analysis the character of
F. population and their parents
7 Parents Fo ##{K Fo population
MR _ F{H P
. RfEzE RIS E
Character Py 2 F value P value
Std Range
B Fruit length/cm 8.2 11.2 1. 66 7.0~15.4 51.672 0.000 1* *
SR8 Fruit width/cm 8.9 9.7 1. 46 6.7~15.2 8.337 0.004*

0.76~1.44 0.016 0.020*
o FRERBE(P<0.05); * * FREFRBF(P<0.0D),

Note: * indicates significant difference (P<C0.05);* * show extremely significant
difference (P<0.01).
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Fig. 2 Fruit length,width and index distribution of melon F, generation
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Table 2 The maximum likelihood model and AIC values of muskmelon fruit traits
A 92K Fruit length SRS SEE Fruit width RIEFEEL Fruit index
Model WRIESRME LML AIC WRIESRME LML AIC WRIEUSRME LML AIC
A0 —241. 944 487. 888 —258. 633 521. 265 82. 923 —161. 847
A-1 —240. 932 489. 863 —258. 287 524.574 87.878 —167.756*
A2 —241. 942 489. 884 —258. 633 523. 265 82.919 —159. 838
A-3 —241. 944 491. 888 —258. 287 524.574 82. 923 —157. 848
A4 —241. 944 491. 888 —258. 287 524. 574 82. 923 —157. 848
B1 —236. 685 493. 370 —233. 928 487. 856 94. 828 —169. 657 *
B2 —239. 249 490. 497 —257. 967 527. 933 87.878 —163. 758 *
B3 —241. 942 491. 884 —258. 633 525. 265 82. 907 —157. 816
B4 —241. 942 489. 884 —258. 634 523. 267 82. 920 —159. 842
B5 —241. 945 491. 889 —257. 967 523.933 82. 923 —157. 847
B6 —241. 945 489. 889 —257. 967 521. 933 82. 923 —159. 847
o FRAEMA,
Nole: * means candidate models.
*3 MK F, REXHEREEENHNESERESHAITE
Table 3 The estimated value of adaptability parameters of muskmelon fruit traits models
R et
Character Model U Uz U nW Do
Al 0. 000 1(0. 848 6) 0(0. 885 7) 0. 000 1(0. 866 0) 0.003 7(>0.05) 0.005 7(<20.05)
SR pE A2 0. 010 0(0. 565 1) 0.007 7(0.588 3) 0(0. 936 6) 0.003 5(>0.05) 0. 006 3(<C0.05)
Fruit length B4 0. 010 0(0. 565 1) 0.007 7(0.588 7) 0(0.934 7) 0.003 5(>0.05) 0. 006 3(<C0.05)
B-6 0.010 1 0.007 7(0.588 9) 0(0. 931 8) 0.003 5(>0.05) 0.006 3(<20.05)
A0 0. 036 8(0.437 5) 0.013 8(0.535 7) 0.884 5(0) 0.074 2(<C0.05) 0. 005 9(<20. 05)
R ge A2 0. 037 0(0. 436 7) 0.011 9¢0. 549 7) 0.831 3(0) 0.070 5(<20.05) 0.006 0(<Z0.05)
Fruit width B1 0. 000 2(0. 819 7) 0(0.994 4) 0.004 0€0.429 7) 0. 003 5(<20.05) 0. 007 0(<<0.05)
B-6 0. 016 9(0. 515 8) 0.026 9(0. 470 0) 0. 828 7(0.007 0) 0. 068 4(<20.05) 0.006 3(<20.05)
. Al 0. 001 0(0. 940 9) 0.002 0(0. 688 9) 0. 240 1(0. 230 4) 0.001 7(>0.05) 0.000 6(>0.05)
%ﬂ:ﬁ*&ﬁ B1 0. 000 1(0. 990 2) 0.000 1¢0.980 1) 0.000 1(0.963 1) 0.000 2(=>0.05) 0. 006 7(>>0.05)
Fruit index B2 0.000 10. 941 2) 0.000 2(0. 691 3) 0.249 0(0. 230 4) 0.000 2¢>>0.05) 0.006 2C>0.05)

H:U12.Uz2 \Us? \aW2 \DosE AR BH0 h B RE - ZHERMAH RGN . B85 ARFENE SR IREE.

Note;U12,U2,Us32 ,nW2 ,Dy fitness test parameters,obtained by multiple genes of major gene and calculation software.
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Genetic Inheritance Analysis on Melon Fruit Index in F, Generation

CHEN Kenong' ,ZHANG Hongzhuo®? , YUAN Liwei' ,SHENG Yunyan®
(1. Horticultural College, Northeast Agricultural University, Harbin, Heilongjiang 150030; 2. Agricultural College, Heilongjiang Bayi
Agricultural University,Daqing, Heilongjiang 163319;3. Two Dragon Farm of Heilongjiang, Wudalianchi, Heilongjiang 164131 ;4. Hebei Tourist
Vacation College,Chengde, Hebei 067000)

Abstract; Two parental lines which were ms-5 from American thickness peel melon and Chinese thin peel melon HM-1
were used to cross F; and F; generation. Using mixed major gene plus polygene inheritance model to investigate the
inheritance of fruit length,fruit width and fruit diameter. The results showed fruit length was controlled by one pair of
additive-dominant major gene model,fruit width was controlled by two major gene with additive-dominance and epistatic
effect, fruit index was controlled by two major additive-dominant-epistatic polygene model effect. And the habitability of
major genes in F, population were estimated as 54. 5% in fruit length,61.4% and 58.0% in fruit width,and 20% and
11% in fruit index,respectively. It indicated fruit index was easily influenced by environment.

Keywords : melon; fruit length;fruit width;fruit index;major-plus polygene;inheritance
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