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Fig. 1 Subcellular scatter plot of Pl-strained nuclei isolated with four lysis buffer Galbraith’s,
Tris-MgCl, ,LB01,GPB buffer,separately for D. of ficinale{ A) or C. faberi (B)
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Table 1 Assessment of flow cytometric parameters in four nuclear isolation buffers
k3812 i BRAK S B1IEMH (Go/G1 W) EREFK 1B I(H (Go /M i) BRAK
Lysis buffer ~ Peak value of C. faberi (B) CV/% Go/G1 Peak value of D. of ficinale(A) CcvV/ % Gz /M Peak value of D. of ficinale cV/ %
Galbraith 604 928. 53110 337. 48a 2.42+0.085 186 176. 8141 252. 782 5.57+0.64 386 725.69+1 0171. 14 3.4040. 39
Tris-MgClz 576 879. 40+6 975. 995 3.25+0.97 181 881.51+5 190. 22b 5.61+0.17 373 424. 0745 980. 01 3. 7440. 30
LBo1 580 607. 49+3 924. 19> 3.2940. 80 176 105.93+1 837. 98> 5.1640. 26 366 220. 44+403. 57 3.4940.05
GPB 579 149. 0241 691. 18 3.47+0.21 175 710. 70+4 040. 21> 4.69+0. 20 368 285. 26 +1 042. 42 3.7840.58

HARAFHRRERDFEP<0. 05, B MEMER 3 YR PENEE M T ENIREE.

Note: The different letters show significant difference( P<Z0. 05) ,each sample is repeated three times,values are given as mean and standard deviation of the mean(SD).
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Fig. 2 Typical histogram obtained after flow cytometric analysis of Pl-strained nuclei isolated from D, of ficinale (A) or C, faberi(B)
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Table 2 Test results of D. Of ficinale and C. faberi using flow cytometry in Galbraith’s buffer
F— BEAIEE G /G ) BREAK S BE(E(Go /Gr D) BRR (Go/G1 BE 2 /4% KAt BEERAKR/N BN DNA &
- Gy /G Peak value of cv Go /G Peak value of external cvV (Gy/G1) Peak value of sample/Peak ~ Genome size of Relative content
petiti
B o sample(C. faberi) /% reference (D. of ficinale) /% value of external reference C. faberi/Gb of DNA/pg
1 595 550. 50 2.50 186 442. 25 4. 83 3.19 4.31 4.41
2 616 013. 09 2.43 187 275. 60 6.02 3.29 4,44 4.54
3 603 222.01 2.33 184 812.59 5. 85 3.26 4,41 4.51
SE¥IE Average 603 222. 0119 044. 66 2.38 186 176. 8141 252. 78 4. 83 3.2540.05 4,394+0. 12 4.49+0. 07
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Estimation of Genome Size of Cymbidium faberi Rolfe

WANG Chen-ying"? ,ZHANG Kun® , LIANG Fang* ,CUI Bo* , MA Run-lin®
(1. College of Life Science, Zhengzhou Normal University, Zhengzhou, Henan 450044 ; 2, Molecular Biology Laboratory, Zhengzhou Normal
University, Zhengzhou, Henan 450044; 3. College of Life Science, Heilongjiang University, Harbin, Heilongjiang 150080; 4. Institute of
Bicengineering , Zhengzhou Normal University, Zhengzhou, Henan 450044 ;5, Institute of Genetics and Development Biology,Chinese Academy

of Sciences,Bejjing 100101)

Abstract: Taking Cymbidium faberi as material, using D. of ficinale Kimura et Migo as an external reference, flow

cytometry measurements were performed when the genome size of Cymbidium faberi was estimated. The results showed
that, the estimated genome size of C. faberi was (4.39=20.12)Gb,or the content of 2C DNA was about 8. 98 pg. The
present study described a modified method of genome size analysis by using flow cytometry in C. faberi. The data

available of DNA content obtained in this study was helpful to the future genome sequencing research.

Keywords : Cymbidium faberi ;genome size;flow cytometry; Dendrobium of ficinal
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