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268 proteasome
FELZRBENE2.ZRE S B 2 R EHB; Ub. 2K,
ATP . = BB IR H ; AMP: B B2 B 3 ; Sub/Substrate: JiE 47 ; 26S proteasome:
268 FE FI A ; Sub: R4 .
Note:El: Ubiquitin-activating enzyme; E2: Ubiquitin-conjugating enzyme;
E3: Ubiquitin-protein ligating enzyme; Ub: Ubiquitin; ATP: Adenosine-
triphosphate; AMP; Adenosine-monophosphate; Sub : Substrate.
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Fig.1 The ubiquitin/26S proteasome pathway
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Table 1 Abiotic stress responses involved in the ubiquitin/26S proteasome degradation pathway enzymes
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Research Advance in the Ubiquitin/26S Proteasome Pathway Regulating Abiotic Stress

ZHU Mei+jiao' ,ZHANG Hai-ling® , XU Xiang-ling' ,ZHANG Hui-xin' , YAO Lin' , WANG Quan-wei' ,ZHANG Bi-xian®
(1. College of Life Science and Technology , Harbin Normal University, Harbin, Heilongjiang 150025; 2, Institute of Grassland, Heilongjiang

Academy of Agricultural Sciences, Harbin, Heilongjiang 150086)

Abstract; With the environmental degradation and resource scarcity, abiotic stress has become an important factor in

restricting the plant growth and development,and it has the serious impact on crop yields and the quality of agricultural

products. Ubiquitin/26S proteasome pathway (UPP) mediates many aspects of plant growth and development by

specifically degrading the ubiquitin-modified proteins, and it plays a pivotal regulatory role in the response to abiotic

stress. This paper provided an overview of the ubiquitin/26S proteasome pathway and its research progress on the

mechanism of regulating plant responding abiotic stress.

Keywords : ubiquitin; 26S proteasome;abiotic stress
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