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Table 1 Primers used in this study

5194 Elk )27

Primer name Primer sequence

GCTGTCAACGATACGCTACGTAACGGCATGACAGTGTT
Oligo(dT)-3RAP

TTTTTTTTTTTTTTTT
3RWP GTCAACGATACGCTACGTAACG
3RNP TACGTAACGGCATGACAGTG
Oligo(dG)-5FAP  GTAATACGACTCAGTCAGTCACTGGGGGGGGGGGGG
SFP TACGACTCAGTCAGTCACTG
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DcActin RP TTCAATGGGGTACTTCAAGGTTA
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Fig. 2 The electrophoresis of Dendrobium candidum
leaves total RNA
Note: M:DL 2 000 DNA marker;1:Total RNA 300 ng.
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250 bp —>

250 bp —

3 cDNA PCR 3CFE (A) i R4 (B) i) PCR &R
## :M:DL 2 000 DNA marker;1: & RNA 500 ng;2: & RNA 200 ng;3: & RNA 50 ng;4: & RNA 10 ng;5: & RNA 2 ng,
Fig. 3 The PCR results of cDNA PCR library (A) and reverse transcription product (B)
Note:M:DL 2 000 DNA marker;1: Total RNA 500 ng;2:Total RNA 200 ng;3:Total RNA 50 ng;4:Total RNA 10 ng;5:Total RNA 2 ng.

B4 7@ RNA #2##EH -DNA PCR X EH PCR &R
7 :M:DL 2 000 DNA marker;1: 4 RNA 10 ng;2: & RNA 2 ng;3: 4 RNA 500 pg;4: & RNA 100 pg;5: 4 RNA 20 pg;6:4 RNA 5 pg,
Fig. 4 The PCR results of cDNA PCR library from different starting amounts of RNA
Note:M:DL 2 000 DNA marker;1:Total RNA 10 ng;2:Total RNA 2 ng;3:Total RNA 500 pg;4:Total RNA 100 pg;5:Total RNA 20 pg;6:Total RNA 5 pg.
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¢DNA PCR Library of mRNA From Dendrobium candidum Leaves Constructed Using
RACE Technique

FENG Pei-chun,CUI Yi-hui,ZHANG Zi-feng,ZHU Qian-kun, WANG Wan-jun
(School of Life Science and Engineering,Southwest Jiaotong University,Chengdu,Sichuan 610031)

Abstract : Based on RACE technique, total RNA from Dendrobium candidum leaves was subjected to reverse transcription

and terminal deoxynucleotidyl transfer resulting the cDNA which contained the specific sequences in two ends. The

obtained cDNA with the specific sequences was amplified using PCR with primers which matched the specific sequences
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to establish cDNA PCR library. The results showed that PCR amplification of the cDNA PCR library was more efficient
significantly than that of cDNA. The quantity of cDNA was magnified more than one hundred times by the constructed
c¢DNA PCR library. By the cDNA PCR library constructed using 5 pg total RNA as material, the satisfactory PCR
amplification results can be obtained. This construction method of the cDNA PCR library was time and labor saving. This

method would provided the technical basis for cloning genes of low expression.

Key words:cDNA PCR library; RACE;reverse transcription; PCR
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