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(C87-41 X B70-57 AFLP,SSR,SNP — PLEBR QTL i &5 Rend LGI18 [38-39,47]
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G FRRIC X e R AT B U 2R, R Z P B R 4
BHEMEA, FEEMHEAN BREEMECE. 5Fin
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Application of Molecular Markers on Grapevine Genetics and Breeding

ZHANG Na, LI Qun
(College of Life Science and Technology , Xinjiang University, Urumqi, Xinjiang 830046)

Abstract; Molecular marker has been widely used on various aspects of grapevine breeding, which is one of important
genetic markers developed from molecular biology. Molecular markers facilitated the research on investigation the origin
of existed grapevine cultivars and provided a powerful tool for creating of new grapevine cultivars. The application of
molecular markers,genetic mapping and molecular marker-assisted breeding in grapevine germplasm in recent years were
summarized and the application prospects of molecular markers in grapevine breeding were evaluated in this paper. What’
s more, the existed problems in grapevine breeding were pointed out to provide foundations for molecular markers
application in germlpasm resource research and marker-assisted breeding grapevine.

Key words: grapevine cultivars;molecular markers;genetics and breeding; germplasm resources

199

PDF SCH# ] "pdfFactory Pro™ X RAG)E www. Fineprint.cn



http://www.fineprint.cn

