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WK 3 Fh BC i 7 1k 4R U A A TR A AU B
RNA, 7T HBRN ANERAEXT I 8CR B2 e, 7350 F &%
Fh 5 R B 2 i R SR B2 45 10 IR, ARG dlifk, B
H A4 NanoDrop Rl Agso / Aceo ELIETE 1. 8~2. 0 f 1
ERRKMEES 3ATRER1IPIIL., RERERMITER
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Table 1 200 pL RNA clean-up system
BT Jik=
S RNA X L
DNAse I 20U
10X Buffer 20 pL
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DEPC + H; 0 200X uL
R SR 200 L
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®2 3 F7 AR A RNA 45 R L8 (MeantSD,n=3)
Table 2 The results of grapevine’s different tissues total RNA using different optimized method
HH MR SDS-Fvk MR CTAB ¥ BUR Trizol ¥
£k R (Age0/Asso) e /ng » pL71 R (Age0/Asso) e /ng » pL71 R (Ags0/A2s0) e /ng » plL—1
#* 1. 95+0. 036 568. 67+168. 2406 1. 94+0. 029 942. 70+113. 74 1. 93+0. 054 624. 00+29. 92
1193 1. 89+0. 068 1096. 30+249. 49 1. 86+0. 0082 848. 13+66. 11 1. 85+0. 045 478. 90+82. 61
Y 1. 84+0. 043 421. 13+187. 01 1. 91+0. 051 309. 33+182. 93 1. 90+0. 051 562.53+27. 49
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Hia: R SDSH;b: Bt R CTAB;c: ik B Trizol ¥,
Fig.1 Electrophoresis profile of grape total RNA with three methods
Note:a:Optimized SDS-phenol ;b:Optimized CTAB ;c:Optimized Trizol.
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Comparison of Three Optimized Method for Isolating Total RNA from Grapevine Tissues

SONG Yang-bo,LIU Yan-lin, GENG Wan-gang
(College of Enology,Northwest Agricultural and Forestry University, Yangling Shaanxi 712100)

Abstract:In order to choose the best optimized method for isolating total RNA from grapevine tissues, the effects of

optimized SDS-phenol method, optimized CTAB method and optimized Trizol method were compared by isolating total

RNA from the grapevine buds,leaves and ripe berry skins. The results showed that quality and high cencentrition RNA

were harvested by the optimized SDS-phenol method and the optimized CTAB method and the two methods are more

suitable for RNA isolation from leaves and buds. At the same time,quality but less cencentrition RNA were gotten by the

optimized Trizol method,while the total RNA was still enough for further research.

Key words: grapevine; total RNA; isolation; optimized SDS-phenol method; optimized CTAB method; optimized Trizol

method

122

PDF SCH# ] "pdfFactory Pro™ X RAG)E www. Fineprint.cn


http://www.fineprint.cn

