- YR -

F @ % 2012001):130~132

REFHTH Bs IS Bk BE5LEER
XFFR 5 2 I B ia RUR

K E R

B WL B AR B, G FE L 063000)

W OEAHSORGREE PS5 1 AR F A E B4 Bs-18,18 13 16S rDNA 57 541 % 2.
A AE 3 3 0478 (Bacillus subtilus) , 2% W ,i8i32 0% A Bs-18 Bk A B Ly F AR L & &
(Meloidogyne incognita) % 2 ¥4 R, E ALK K LA B Z WA, L BRRZRA 10 15HE
BRAEGhHHEREYNZHT Y, £BRETRET,Bs18 BHABERRE 10 EHBRIRLEL R
BAR R X B 81 8% A 76. 5%, R A UK ZH W B R AR —Fwa A EL T A,

SRR« AU 5 IRGE R AL 5 I 0 s DI VA CR:

hESES.S432.475 TEKBRIRAG:B  XEHS:1001—0009(2012)01—0130—03

FEA A A PR AR BUAHR R A 313k 1 000 242
e REARR L B (Meloidogyne spp. ) JLF- R Y
AHRIEEY™ R BB 507 By
RS . VPR RE R RS & e F i — D EER
W SRR R A T R BN Z B R
ZREE R T B AL A AR 20 48 1k B PR 7 R AR B
AL AP RGN FEMPRE, EVEF.EL
BEHZRTEYEA ARG L BB . T #
— 5 R A AR G A BT BEUR A B R B IR AR 45
2 R B B AR S5 42 U AL 0 A AR B - AT T A
Ao, HARSIRAR T 1 MRS R ZFALFFE Bs-18,3F
XFH AR AR AT T 5T,

1 #RERE*
L1 skl

T AL e AR 5 2 B 7™ B R A G R A RO PP R R
T SRE R TERE AR 20 em ARHRIR 5~15 om B9 13, IF
BT 3 RBRHR A RABERBL BT HEE
PR SR I TR 23 B A R SR A3 S 3R A5 B T e
freforaaife. MoTIREE LM 2 B4l Bk AF
it B AR TR PR IBOHT e B B, ) 100 K SRR H1TK B 3 mmin,
TR EE 3 W T 25°C Pk, @il 60 HAYJE I M
UEBRZLFURI BN B, 24 b 5 0csE 2 W4, Tl . &
AR ERE T .

L2 WEITik
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EERN KR F 974, 0, & 30T AN F B LR F RME
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16S rDNA Bt il Jp s #1726 %2 , PCR ¥ 34 BT 5149«
27f. 5-AGAGTTTGATCCTGGCTCAG-3', 1 492r. 5'-
TACGGCTACCTTGTTACGACTT -3, PCR ¥ ##4 ff
FA R RE K 2 - 10 X Buffer 5 L, Mg®" (25 mmol/1)4 L,
dNTP(5 mmol/L) 2 pL, k{5 # (10 mmol/L) %
3 pL iR DNA 10 ng(SE# 0.5 pl), Tag DNA B &
(5 U1 pl, AIEH ddH,O #b 2 50 uL &%, PCR I~
HFR PR 94 CTIASYE 5 min; 94°C AR 40 s,55°CIiR k
40 s,72°C #E4# 2 min, 35 {E¥F;72°C3E{H 5 min, PCR j=
W) 22 Br e U5 JC FiL UK I W 4l 4k )5 43 70l 3% 5 F pGEM-T
TORERRIR, ZHE 1 B A A B R A B HEAT I R R
%5 B £ NBCI (http://www. ncbi. nlm. nih. gov) fi
BLAST #4537 5 #E4 7 51434

1.2.2 Bs 18 HRHIFIMHI S KsrB 200 Bs-18 B FR
B2 LBV b 40 2 wiE 1k, K TSP 0EAR -
il R EE S SR LB RN E P, 7E 28°C,
160 r/minf) 504 T 3558, 24 OD {Ei4 3] 0. 6 B, 3%1 : 100
LB A 8 & LB B M = /AP, 28C,
160 r/min PR X5 FF 24 h, HlFR K BEWR . HF B FH K B K
B & A 1X10°cfu/mL MEEWR .

L2.3 ZEHNBEERE BB ER.10 5 100 5
i B, 43 B EX 0. 5 mL Jin A A B 2 MR LT H , L
HINAZY 100 2R AR L R FEE IR P AL 1.6,12.24
148 h At KA 2k BB TR, BB 10 Mab3E, 3
WEE, LA KMEXTIE,

L2.4 REGZHRRE BASFEHEMTRXE LS Y
2 FEMZE2 B EEBR T ER 8 cm BRI 55
. B 5 d e, BB RE 1,10, 100 5 M B B
10 mL,2 d J5 k4R 500 2540 BB/ AHMR IR, 4540 72
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el 10 Bk, 3 IREE , 3 LTS B K VR A 042 Fh X R
EREERSTE 25~28°C T35 8 ], 4R /5 FI/AK R UEMR
FRAMIARSEH I WP
L3 HdEsrth

SR A SAS 9.1 #4F ANOVA #2543 5 2=
2 HERE5SW
2.1 HHRHITEEYEE

SYES Y Bs-18 BEARAE LB 3555 IR BRI AR
TR DGRBS, B2 H 2 KM, % PCR ¥ 30153
B 16S rDNA B #4707, 7 Be K O 1 514 bp (&
D, B 73] 78 £ N JEE (www. ncbi. nlm. nih. gov ) J1 # 47
blastn Xf b, & I H FF 51 5 46 B 2F A Co-1 BRI
16S rDNA J£51 (EU257446) 454 #4354 99. 0%, HERR
WIEEME R 0, [Nk, 9120 %58 Bs-18 B bR 9 A B 28 J AT
& (Bacillus subtilus) ,

Bl 1 Bs18 E#k 16S rDNA F B 8 Bt Il
A :M & DNA marker,1.2 3 Bs-18 E#k 16S rDNA H £k .

2.2 Bs-18 BN RS AR G5 LR S VR 5 R

FEALFE 1 h B & PR Bs-18 KA RN RS TR 45 4%
2 S RIS R VL BB TR R R B AE R Bl
BEEMEA S, BRI . KR HUR A TE K
RREE TS UELL AT, R 1 w0, R 10 5%
PR RO 2R BB B B VR e AR FE 12 h R X4k
B RFER IR 100% ., 100 FEHE BRI AR U R 5T
i FHBA B4, 78 1 h BB T-3RALGA S 31. 7%, 7€ 6 h it
7 45. 9% {BFE 48 h J5§ KRBT R RIER MK R T
74.3% . FEWEKXT IR AR R AR R G BRARAS , 2R e 3
BEIAMERSIEIE 5, 7E 48 h A JI L d i iE
BB, FERE A5 5T I 2 6] fFE T R AFAE R
WEER, M2 228 52, Ui Bs-18 B ik
A B B EGEEH .
2.3 Bs-18 BMRIRZE PR LR R

Bs-18 B3 kb B # AR Pr 3% 8 A J5 , e B AR 45 K
UIERAEE . TEXT R ARG MR BB RE , RE R

Ko BRI AL T H AR 45 A0 8P B H /N, E AR DLRRCRN 10
5 TP TR VR AL PR AR 25 0 B SR B B D B o i, R
BRAR G550 &4 510 26. 1 F1 33. 7 A, 5 %¢ HRAH L, IR 4508
IBRARLE] T 81. 8%l 76. 6% . AN ) BF Bk &
HH S PEAEG . T 100 A5 R AL P R AR 45 0 B B A B B
B L, 358 97.5 ARG WR R RA 32. 1%, g%
AL FRFEFN T T YA 4S5 K O E R, 3R SAS B 44
HEAT I 2T 45 5 2 B, Bs- 18 BRI AL B2 5 % HR =[] 77
HEERDEZER (R 2, U Bs-18 WHRIZEREE T Al

DIA S B IR IR S 4
*1 Bs18 BMEBRMEHRGELR
2 B AR BTE R
b3 st ] / b
e Qb PR ) /
1 6 12 24 48
1XBs-18 90.5 EF 99.8 F 99.9 F 100 F 100 F
10X Bs-18 82.4 E 95.2 F 98.6 F 100 F 100 F
100 X Bs-18 3.7B 45.9 C 70.5 D 72.5 D 74.3D
Xt R (A 0.0 A 0.1A 0.5 A 0.9 A 2.2 A

W KRS SRR P<0.01 KT A BH %S, F.
&R 2 Bs 18 BIHRBIAIRE L RRHIH R

i PHRGE MEWGER/ Y EARIIRE YRR/ %
1XBs-18 26.1C 81.8 19.3C 76.3
10X Bs-18 33.7C 76.5 23.4C 71.2
100X Bs-18 97.5 B 32.1 52.6 B 35.3
Xt BT AK) 143.5 A — 8.3 A -
AR A (1~2) X109cfu » mL—1,
3 g

hh B ZE AT TR — R EE A AR B REUR , MR S5 2 &t
TIEH SIS B Bs-18 BARTE B AIRE: Ko il 2 i v %
et BA RIFAIBIIARUR , Bs-18 T MRAL AR 452k
B, FE R R BE T AT AAR B bl R FEAR 45 4 L, 7 R &
10 REF B AL 3 6 h BDATSAE] 95 % MIBOEALUR . B2
WEE DA VBOHR B B R, B IR ASCR B R R, UL T & &
REEFMS AR BB, X it —P i
R SR AT RS e 550 B A= ) TR 3R R AT T D) B VA AR 45 4k
& BEE T B

TR EIRE 1, Bs-18 T bk & I VR 7E A 5RR 1R 36 Hh B
BT RERIBIARUR R R 3] T 81.8%,10 £%
MR IRE] T 76. 520 MIBTIARUR , X 7T AE 5 K5 R
AR A BRI AR, E H ) B AR K&GT,
T3 AR R E A YT B AR S R 58 2 X A2 B B
FEAERE I R GAE H B 2510 T Bs-18 B RE T AR 45 28 e i)
B VA BRI 75 BAE i — ik .
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Screening and Identification of Bacillus subtilus Strain Bs-18 and

Its Biocontrol Evaluation Against Meloidogyne incognita

ZHANG Yu-qgin
(Tangshan Vocational and Technical College, Tangshan , Hebei 063000)

Abstract; Astrain Bs-18 was got from the soil surrounding plant root,and based on the blast of 16S rDNA sequence, the

strain Bs-18 was identified as Bacillus subtilus. In vitro ,the root-knot nematodes (Meloidogyne incognita) second stage

juveniles (J2) were treated with bacterial suspension of strain Bs-18. Responding to 6 hours treatment, the motility of

nematode reached to 99. 8% and 95. 2% in the bacterial suspension and 10 times dilution of strain Bs-18 respectively. In

greenhouse, the quantity of gall and egg mass of the strain Bs-18 treatment were decreased significantly, the galls of

81. 8% and 76.5% were less in the treatment of suspension and 10 times dilution of Bs-18 than in the control group.

This revealed that the nematocide effectiveness the strain Bs-18 was obviously.
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132

PDF SCH# ] "pdfFactory Pro™ X RAG)E www. Fineprint.cn



http://www.fineprint.cn

