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Abstract; Recovery of the textile industry and soaring cotton prices after the financial turmoil, competing for raw

material industries become a new bright spot. Natural wool fiber of Calotropis gigantean is a new alternative raw

materials. Calotropis gigantean can cultivate in desertification, saline, sandy beaches and other wasteland. It could

overcome the contradiction between cotton and grain, and expand the strategic reserve material cultivation. In this

paper, the medicine, energy,raw materials and cotton cultivation techniques of Calotropis gigantean research progress

and cultural problems were described. Making shallow understanding in the direction of Calotropis gigantean

cultivition and research direction could provide reference for exploitation and intensive cropping.
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Application of Proteomics to the Plant Male Sterility

HAN Lu, WANG Jing,ZHENG Rui
(College of Life Sciences.Ningxia University. Yinchuan, Ningxia 750021)

Abstract: There are series of post-transcriptional modification after gene transcription. It does not reveal the molecular

mechanism of male sterility in plants just from the genome,also requires studies of proteomics. This paper reviewed

the application of proteomics to some main crops. The results showed that the expression of sterile gene had time and

space characteristics and organ specificity, also proposed a strategy of studying plant male sterility by combining

proteomic technologies with genetic engineering.
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