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Water Maintenance of Urban Green Space in the Northern China
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100078)

Abstract: Most of northern cities are in the arid and semiarid regions, influenced by the monsoon climate, relative lack

of water. The growth of urban green space needs plenty of moisture, which forms a sharp contradiction with water

resource of cities. Water conservation should be the primary principles, when making water maintenance. Only based

on the factors such as climate, spedes, grow th stage to irrigation and drainage, we could ensure the drculation of green

space environment in northem cities.
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Optimization of ISSR-PCR Reaction System of Pyrus bretschneideri Rehd. cv.Yali Hc
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Abstract: The orthogonal design was used to optimize ISSR-PCR amplification system of Pyrus bretschneideri Rehd.
cv.Yali He in four factors(DN A template, primer, ANTPs, and Tag DN A polymerase)at five levels respectively. The
results of PCR was analyzed by software DPS 7.55, and the best level of each factor were selected. The most suitable
ISSR-PCR reaction system was 60 ng DNA template, 0.4 Pmol/L primer, 0. 1 mmol/ . ANTPs, 2.0U Taqg DNA
polymerase in 20 #L reaction sy stem.
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