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Identification and I'TS-5.8S rDNA Sequence Analysis of the Antagonistic
Yeast Strain (0732-1 for Against Acidovorax avena subsp. citrulli

WANG Xiao dong's LI Guo-qging?, ZHANG Li', GE Mi-hong?
(1. Department of Plant Pathology of Shihezi U niversity, Shihez, Xijiang 832003; 2. Department of Plant Pathology of
Huazhong Agricultural University, Wuhan Hubei 430070; 3. Wuhan Institute of Agricultural Science, Wuhan Hubei 430065)

Abstract: Yeast strain 0732-1, isolated from watermelon leaf samples of Tianshan reservation region, showed inhibitory
activity when its filtrate was drop onto the KBA medium plate surface spreading evenly A.avena subsp citrull i. Based
on its morphological, cultural characteristics, general physiological and biochemical properties and analysis of the DNA
sequence of the intermal transcribed spacer of ribosomal DNA (The genbank accession numbe EU380207), the yeast
strain 0732-1 was identified as Pichia anomala Kurtzman. To our knowledge, this is the first report of P.anomala with
potential for biocontrol of bacterial fruit blotch of hami melon caused by 4. avena subsp. citrulli.
Key words; bacterial fruit blotch; yeast; I'TS-5. 8 rDNA; identification
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