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Molecular Markers and Application of Seedless Grape Gene

WANG Gang, WEI Rong
(1. College of Horticulture, Northwest Agricultural and Forestry University, Yangling, Shaanxi 712100; 2. Key Laboratory of Biology and
Genetic Improvement of Horticultural Crops (Northwest Region), Ministry of Agriculture, Yangling, Shaanxi 712100; 3. Key Laboratory of
Crop Stress Biology in Arid Areas,Northwest Agricultural and Forestry University, Yangling , Shaanxi 712100)

Abstract; Seedless grape (Vitis wvinifera L. ) is a great part in grapes produced for fresh and raisin consumption. There
exist few varieties of seedless grapes in current market due to poor disease resistance, small fruits and low yield. So
selecting high-quality seedless grape has become an important issue in grape breeding. The breeding progress is somewhat
hindered by a large percentage of offspring made up by seeded grapes, and its long juvenile phase. Applying marker
assisted selection (MAS) in breeding process can effectively discern and eliminate seeded germplasm,thus facilitate the
breeding for seedless grapes. Research advances, problems and future directions of seedless grape molecular marker were
reviewed in this paper.

Key words: grape; seedless;molecular marker; breeding
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