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Extraction of DNA and Establishment of Fluorescent- AFLP Techniques in Leaves of Apricot

ZHANG Jurrhuan, SUN Hao-yuan, YANG Li WANG Yuzhu
(Institute of Pology and Forestry, Beijing Academy of A griculture and Forestry Sciences Beijing 100093)

Abstract: The high quality DNA required for construction of AFLP analysis system was isolated with an improved
method of CTAB from young leaves of apricot. A fluorescent-A FLP reaction system was constructed for genetic analysis
of apricot by optimizing DNA restriction-ligase reaction, pre-amplification and selective amplification. The clear and
stable amplification patterns could be obtained from 12 pairs primer combinations with good polymorphism, which were
selected from 64 pairs AFLP primer combinations. These results might provide a method based on the fluorescent-AFLP
system for the further study in the field of molecular marker in cultivar identification, genetic diversity and genetic

relationship in apricot.
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Optimization of ISSR-PCR Reaction System for Pomegranate in Orthogonal Design

ZHAO Lihua"?
(1. Agricultural Sciences Institute, Xichang College, Xichang Sichuan 615013; 2. College of Horticulture and Landscape A rchitecture, Southwest
University, Flower Engineering Technology Research Center; Chong ging 400715)

Abstract: The optimize ISSR-PCR reaction system of pomegranate was studied, the orthogonal design Lis (4w as used to
optimize 5 factors Tag DNA polymerase, Mg%, DNA template, dNTPs and primerof ISSR-PCR amplification system for
pomegranate, the weighted average method and hundred mark system are used to evaluate the results of the orthogonal
scoring, the DPS data processing systems was used data analysis; And then do annealing temperature gradient test to
optimize ISSR-PCR reaction system. The results showed that the best ISSR-PCR reaction system (25 #L)for pomegranate
was Mg®" 1.75 mmol/ Ly ANTPs 0.15 mmol/ L, Tag DNA polymerase 1 Us DNA template 20 ng and primer 0.8 mmol/I;
the best annealing temperature for primer UBC 811 was 51.2°C it was found that different primers had different
annealing temperature
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