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Phenotypic Variation of Natural Populations of Cymbidium faberi in Zhashui

GUO Feng,NIU Li-xin,ZHANG Yan-long
(College of Horticulture, Northwest Agriculture and Forestry University, Yangling, Shaanxi 712100)

Abstract: An experiment was conducted to analyze the phenotypic diversities in terms of 6 phenotypic traits (diameter of

flowers,length of sepal, ratio of length and width of sepal,number of flowers,length of little pedicel, height of peduncle)

using 4 natural populations of z. Analysis of variance for all traits showed that there were significant differences among

populations. Among populations,the F value of 6 traits were from 4. 94 to 20. 43, The coefficient of variation was 15.

70% ,which indicated that character variation of the group was relatively high. Principal component analysis showed that

variance for all traits were mainly displayed by size of flowers and number of flowers. While that two phenotypic traits

restricted eatch other.
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