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7 RAPD-PCR
1
1.1
7 , 2009 4
. . —80C
. 2
3. 4 . 19.
1.2
1.2.1 DNA
. cTAaB ' DNA,
3% PVP 2% B- .
0.8%
DNA , DNA 260 nm 28 nm
, —20C
1.2.2 PCR
PCR
RAPD-PCR . PCR
, 20 ML 50 ng DNA ,

10 mM) 1.6 #L, INTP(10 mM )0.5 #L, 10X Taq buffer
( MgCl2)2 M, Taq DNA (2.5 U/#1)0.5 HL,

ddH:0 13.4 1L, :94°C 3 min, 94°C
45534°C 455 72°C 1 min, 40 .
72°C 5 min. ANTP. 10X Taq buffer.
Taq DNA TIANGEN .
1.2.3 PCR
SBS , A.B.C.D 4 0
DNA .
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. . 15 C D, B12.C4 C17 7 DNA  PCR
DNA . PCR ) 1.
1.4% . 1 15 7
1.2.4 1 Table 1 Amplification of the 15 arbitrary primers in the 7 peach vareties
DNA ’ 1 5— 3
Amplipeed total ~ Poly morphism  Poly mo iphism
. N Primers Sequence o

band/ band/ lod rati/ %

1, 0, 0.1 Al CAGGCCCTTC 7 4 57.1

. NTSYS*pC 2.10e A2 TGCCGAGCTG 5 1 20.0

A4 AATCGGGCTG 5 4 80.0

RAPD ’ ° A9 GGGTAACGCC 7 1 14.2

UPGMA . Al4  TCTGTGCTGG 6 1 16.7

Al8 AGGTGACCGT 4 3 75.0

Bl GTTTCGCTCC 10 5 50.0

2.1 RA PD—PC R B5 TGCGCCCTTC 6 2 33.3

1 B12 CCTTGACGCA 8 2 25.0

. 0 15 C4 CCGCATCTAC 4 3 75.0

CI12 TGTCATCCCC 6 4 66.7

7 DNA PCR ° ’ Cl4 TGCGTGCTTG 4 1 25.0

3~10 , 84 ClI7  TTCCCOCCAG 4 2 50.0

, 38 , 45. 2%, C19 GTTGCCAGCC 6 4 66.7

D2 GGACCCAACC 3 2 66.7

. 250 ~3 000 Total 15 84 38 45.2

bp ) ° A9 ~
1 23 4a56 7M1 2 34 5 6 71[f 2 3 45 6 7 M T 2 3 4 5 6 7

514A9 514812 5l4C4 gl4c17
1 A9.BI2.C4 C17 7 RAPD
1-7 2 3 4 19, sM:  Marker DL 2000.

Fig. 1 Amplification patterns of primers A9, B12 C4 and C17
Note: The numbers 1~ 7 in figure 1 represent jinhuang 2, jinhuang 3 jinhuang 4, huangtao
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Fig.2  Dendrogram of 7 peach vareties based on RAPD analysis
2.2
[13

UPGMA

9

in the7 peach cultivars by RAPD
19, huangjinguan, jinxiu and zaofengwang; M: Marker DL2000.

0.78 ~0.86 . 0.78
19 , 19 6
2 , I 3 .
. . 2
1) 3 ~ 4 ~ .
19 .
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. Warburton ' Badenes '
20 48
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RAPD Analysis of The Relative Relationship between ‘* Huangjinguan’ and Other Varieties

FENG Hatxia, MENG Qing-jie, GUO Shang-jing, WANG Guang quan
(College of Life Science Liaocheng University, Liaocheng, Shandong 252059)

Abstract: The relative relationship between Huangjinguanand other varieties were studied using RAPD technique. Fifteen

primers out of 80 arbitrary primers generated a total of 8 bands, of which 38 bands were polymorphic, and the polymor-

phic rate was 45.2 %. NTSYS software and UPGMA were used to calculate genetic similarity coeffident and cluster a-

nalysis. The results indicated that similarity coeffient was between 0.77 ~ 0. 8. The relationship between ¢ Huangjin-

guan’ and Qinhuang 2 was the nearest, while Huangtao 19 was far from the other.

Key words: Huangjinguan; variety; relative relationships RA PD



