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Genetic Analysis on ColorFlowered of Salvia S plendens Ker-Gawl

HU Guo-fu LI Fenglan LI Chengyan HU Baozhong
(Life Science College of Northeast A gricultural University, Harbin Heilongjiang 150030 China)

Abstract; In this study, we used palynology and RAPD method to study color-flowered genetic of four kinds of Salvia
splendens Ker-Gawl. Characteristics (length and width of pollen germinal furrow, polar axis etc. )of pollen grains were
observed by using SEM, and the cluster analysis map had established. And the result showed that the purple color and
red color were grouped together, then they grouped with red-white color into one cluster, and the white color was sin-
gle. The results were roughly similar with surface emblazonry analysis . Throgh establishing optimal RAPD reaction sys-
tem, 12 primers were picked out, and the cluster analysis map had established. The result of cluster analysis and classify
were similar with palynology.
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