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Study on Genetic Transformation of Cucumber (Cucurmnis sativus L.)
with Metallothionein Gene

ZHENG Wei', YANG Ping', LI Hong-zhi', WANG Yanfang', XU Yan', PANG Shi-feng"?
(1. Engineering Research Center of Bioreactor and Pharmaceutical Development, Ministry of Education Jilin Agricultural University, Chang-

chun, Jilin 130118 Ching 2. College of Life Science, Zhongshan University, Guangzhou Guangdong 510275 China)

Abstract; In this experiment, we chose cotyledon segments of Cucumis sativus L. as explants, and transformation was

mediated by A grobacterium tumefaciens. We compared the effect of different seeding age, different infection time on cu-

cumber in vitro regeneration, and made a test of hygromydn for screening. The results were as follows: seeding age

were 3 or 4 day, infection time was 15 minutes, the concentration of hygromydn was 25 mg/ I, could best obtain puta-

tive transgenic adventitious bud differentiation. Finally, we got three putative transgenic plants they were all showed
the positive transformed plants detected by PCR and RT-PCR.
Key words: Cucumber (Cucumis sativus L.); Metallothionein (MT); Gene; Callus; Green fluorescent protein (GFP);
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