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TCCGTAGCTGAACCTGCGGAGGGATCATTGCT
GGAA CGCGCCCTAGGCGCACCCAGAAACCCTTT
GTGAACTTATACCTTTTGTTGCCTCGGCGCATGC
TGGTCTCCAGTAGGCCCCTCACCCCGGTGAGGA
GACGGCACGCCGGCGGCCAAGTTAACTCTTGTCT
TTACACTGAAACTCTGAGAAAAAACACAAATGA
ATAAAACTTTCAACAACGGATCTCTTGGTTCTG
GCATCCGATGAAGAACGCAGCGAAATGCGATAA
GTAATGTGAATTGCAGAATTCAGTGAATCATCG
AATCTTTGAACGCACATTGCGCCCTCTGGTATTC
CGGAGGGCATGCCTGTTCGAGCGTCATTTCAAC
CCTCAAGCATTGCTTGGTGTTGGGGCACTGCTT
TTTA CCAAGCAGGCCCTGAAATCTAGTGGCGAG
CTCGCCAGGACCCCGAGCGCAGTAGTTAAACCCT
CGCTCTGGA AGG CCCTGGCGGCGCCCTGCCGTT
AAACCCCCAACTTTTGAAAATTTGACCTCGGA
TCAGGTAGGAATACCCGCTGAA CTTAAG CATAT
CAATGACGCGGAGGA
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Isolation and Identification of Pathogens that Caused Rhododendron Brown Patch

PAN Xin"%, ZOU Likou’, PENG Peihao', CHEN Wen-de', PENG Jurrsheng'
(1. College of Earth Sicence of Chengdu University of Technology, Chengdu Sichuan 610059 China; 2. College of Forestry and Landscape of
Sichuan Agrcultural University of Technology, Ya an Sichuan 625014 China; 3. Lab of Micwbiology of Dujiangyan Campus, Sichuan Aguii-
cultural University, Dujiangyan Sichuan 6211830 China)

Abstract; The pathogen of thododendron caused brown patch was isolated and cultivated. Both morphological and molecu-
lar methods were used to identify the pathogen. The internal transcribed spacer (ITS) region in rRNA gene was cloned
and sequenced, and the sequence was compared with others species in Genbank. The results showed that the Phomopsis
sp. was the pathogen of thododendron brow n patch.
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