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Comparison of Extraction Methods and ISSR Analysis of Genomic DNA
in Japanese apricot (Prunus mume Sié. et Zucc. )

GUI Teng-¢in"*?, QIAO Armin’, SUN Min', WANG Xin-yan’, SUN Xue-mei'
(1.College of Life Science, Southwest University, Chongqing 400715 China; 2. Dept. of Chemistry & Life Science, Qianxinan Teachers’

College Xingy: Guizhou 562400 Ching 3. College of Agriculture and Landscape Architecture, ZhongKa University of Agrculture and
Technology, Guangzhou Guangdong 510225 China)

Abstract: Genomic DNA of Japanese apricot (Prunus mume Sieb. et Zuce. ) was extracted from the leaves of three culti-
vars of Japanese apricot ‘ yuanyangmei ¢ huanghoumei’ and ‘ xiaoshanxuan’ . Considering that Japanese apricot is rich in
secondary metabolites such polyphenols, saccharide and terpene and so on. Three methods were adopted to isolate ge-
nomic DNA's of Japanese apricot. The results show that the modified CTAB method is more effective, the quality and
quantity of genomic DNA extracted can used at all kinds studied of molecular hiology for Japanese apricot. ODzev2s0was
1. 80 or so. When tested through the DN A-ISSR analysis, experiment requirement was met perfectly. In addition, the
key steps and main characters in the modified CTAB method were analyzed in detail.
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GUS Gene Expression in Agrobacterium and Melon

TAO Xing lin
(Vegetable Research Institute of Gansu Academy of Agricultural Science, Lanzhou, Lanzhow Gansu 730070, China)

Abstract; T he experiment was conduct with agrobacterium and cucumis melo L to research expression of GUS by histo-

chemical assay. The result showed that agrobacterium and melon tissue, containing GUS gene, turned up blue and

agrobacterium and melon tissue without gus gene hadnt color. Therefore, we could reduce rate of false positive in chec-

king transformant.

Key words: Gus gene; Histochemical assay; Agrobacterium; Cucumis melo L; Expression

217



