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Progress of Studies on Molecular Mechanisms of Regulation in Seed Germination

WU Feng-zhang" % LIU Guifeng', JIANG Jing', LU Tian-cong', WANG Bai-cheng '

(1.Key Iabomtory of Forest Tree Genetic Improvement and Biotechnology, M inistry of Education of Northeast Forestry University, Harbin
Heilongjiang 150040 China 2. Dalian University, Dalian Liaoning 116622, China)

Abstract; Seed dormancy and germination are complex adaptive traits of plants influenced by a large number of genes and
environmental factors, and their mechanisms are still unclear. Recently some genes correlated to seed germination had
been identified from Arabidopsis and etc mutants, which would be helpful to understand the mechanisms of seed germi-
nation . This paper reviewed the progress in research on the light, gibberellins, abscisic acid and etc on molecular mech-
anisms of regulation and proteomics in relation to seed germination.
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