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buffer MgCl, dNTPs Tag DNA
(10<) (mmol/L)( mmol/L) (0 (ng) (Fmol/L)
1 2 1 0.2 0.3 20 0.2
2 2 1.5 0.5 0.6 40 0.3
3 2 2 0.8 0.9 0 0.4
4 2 2.5 1.1 1.2 80 0.5
5 2 3 1.4 1.5 100 0.6
6 4 1 0.5 0.9 80 0.6
7 4 1.5 0.8 1.2 100 0.2
8 4 2 1.1 1.5 20 0.3
9 4 2.5 1.4 0.3 40 0.4
10 4 3 0.2 0.6 [$4) 0.5
11 6 1 0.8 1.5 40 0.5
12 6 1.5 1.1 0.3 (0] 0.6
13 6 2 1.4 0.6 80 0.2
14 6 2.5 0.2 0.9 100 0.3
15 6 3 0.5 1.2 20 0.4
16 8 1 1.1 0.6 100 0.4
17 8 1.5 1.4 0.9 20 0.5
18 8 2 0.2 1.2 40 0.6
19 8 2.5 0.5 1.5 0 0.2
20 8 3 0.8 0.3 80 0.3
21 10 1 1.4 1.2 0 0.3
22 10 1.5 0.2 1.5 80 0.4
23 10 2 0.5 0.3 100 0.5
24 10 2.5 0.8 0.6 20 0.6
25 10 3 1.1 0.9 40 0.2
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Application of Orthogonal Design in Rhododendron RAPD Reaction System

ZHANG L, ZHOU Lanrying XIAO Qianrwen WU Kai-zhi
(College of Forestry and Horticulture, Sichuan Agriculture University, Yaan 625014)

Abstract; Essential factors affecting the result of Rhododendron RAPD-PCR were studied with orthogonal design. And
the optimal RAPD-PCR were built as follow :80ng DNA template, 0. 4#mol /L. Random primer, 1. Immol/LANTPs, 2.5
mmol/IMgClzand 0. %*mol /L in 20*L reaction solution. By analyzing the 6 factors and 5 levels, the results showed that

the concentration of Mg® s dNTPs and Random primer were the main factors, the concentration of Mg®  had the greatest

effect on the experiment. Low concentration of dNTPs and random primer can reach the requirement.
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