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30% + R 0. 55% + % W B K 400mg/L +
WBX 10mg/L, 4 HIH LK IEE:1/2MS+ L REXR
400mg/L+ B ¥ 10mg/L, &P 3 & . ¥ fk MS,LB
3383 . 10g/L NaCl,5¢/L BEEHR B, 10g/L BHEK.
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30 MME¥,72°C ,10min,
2 HBRS5HW
2.1 ARk ECX I LR LB R A
2.1.1 X GUS EHERATRERALM LA
‘W& AR, 2815 3 XN R G R B ek 4
BEREHA 1+ 1 R T HITIMEB, FEH IR 3d
JEHE1T GUS (L ARG, TE R A SLaR MRt i B 7]
ARB BOEA, BIGH GUS Ret AR, HER
TRl AR 1 PHIE TR N, %A EHAL05/pCAM
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EHA105/pCAMBIA1300 JEHR %0 51 56.7%
' Mg 9 41 45.5%

EHA105/pCAMBIA1301-GUS  4it 180 92
EHA105/ pCAMBIA1300 KR 9% 32

' Mue 90 39
LBA4404/pCAMBIA1301—GUS 4 180 71
LBA4404/pCAMBIA1300 ek 90 43

' s 9 38
EHA105/pCAMBIA1301—GUS &4 180 81

51.1%
35.6%
43.3%
39.4%
47.8%
42.2%
45.0%

207



- EWER -

HF D L 200704):206~209

YRR T, ARIH A | GUS BRI R EREF —EH =
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GUSZEWMBRAFIN1: 21 1 M2 1 H3IFELT
Xt R AT S B, St 3% 3d ST GUS ¥ AR R
B, ERAERHH A LTURIABHEE, B

208

it GUS Rt k%, HER LR 3, A GUS BREIFE
GRTEH, AR ERER L2 1 1 K
GUS BRE 253 L BB FEWR I H O 2 ¢ 1 BN
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Fo RREAC M AGEHEA"-YEREMR
o, S I 515 8 4E , Ebinuma AR EH LT R B

BN = o= D W W N W




. F D ¥ 2007(4):206~209

MR -

AdELE L The oL - SR
idj T ¢ R
[ e 8 AR N ! 20

M DL2000 DNA marker

1% ¢ 3 BpCAMBIA1301-GUS
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A Study on Several Factors Influencing Co-transformation of
Chrysanthemum with Two Agrobacterium Strains

SUN Lei,ZHANG Qi-xiang
(National Flower Engineering Technology Research Center, College of Landscape Architecture, Beijing Forestry University, Beijing 100083)
Abstract; The plasmid pPCAMBIA1301 was digested by Xhol and self-linked to get the recombinant plasmid pCAM-
BIA1301-GUS, pCAMBIA1300 was transformed into Agrobacterium LBA4404 and EHA105 using a freeze-thaw method,
the effects of either the combinations or the densities of the Agrobacterium strains on co-transformation efficiency were
tested according to both the GUS transient expression in leaves and the stable co-transformation efficiency. The results
showed that the combination with Agrobacterium EHA105/pCAMBIA1300 and EHA105/pCAMBIA1301-GUS achieved
higher co-transformation efficiency than that of the other bacterium combinations when the same density of these two
bacteriums was used to infect the leaves. Additionally, when the concentration proportion of the two Agrobacterium
EHA105/pCAMBIA1300 and EHA105/pCAMBIA1301-GUS was adjusted to 1;2, the co-transformation efficiency was
higher than that of the other concentration proportion.
Key words; Chrysanthemum;Co-transformation; GUS transient expression
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