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Table 1 Results of resistance identification to fusarium wilt in watermelon

s HHH HHZE FEHH A TR E SFEE
. e Number of Emergence Number of dead Dead seeding TInoculation Molecular
Code seedings/ B rates/ %% seedings/ B rate/ % identification identification
K1 150 100. 00 3 2. 00 BEH(HR b7

K2 147 98. 00 96 65. 31 B (D B

K3 146 97.33 97 66. 44 BIRS &

K4 150 100. 00 3 2. 00 BEH(HR b7

K5 150 100. 00 6 4,00 BHHR ki

K6 145 96. 67 129 89. 00 BEHS B

K7 145 96. 67 116 80. 00 RS i

K8 139 92. 67 21 15.11 BHEHR B

K9 149 99. 33 126 84. 56 BERMES &
K10 141 94, 00 138 97. 87 BRHS) ¥
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Table 1(Continued)
o i iy AT B % Lk S SFEE
é;ﬁ—-; Number of Emergence Number of dead Dead seeding Inoculation Molecular
Code seedings/Bf rates/ % seedings/Bf rate/ % identification identification
K11 148 98. 67 6 4.05 BEHL(HR) &
K12 140 93.33 20 14.29 BEHHR B
K13 145 96. 67 6 4.14 BEHL(HR) Ei
K14 138 92. 00 101 73.19 BR(S) #
K15 150 100. 00 25 16. 67 BHHR Ei
K16 122 81.33 122 100. 00 HEHS B
K17 138 92. 00 52 37. 68 FH @R Ei
K18 150 100. 00 12 8. 00 FPL(HR) B
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Sugarlee(CK) 150 100. 00 6 4.00 BEHHR £
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Fig. 1 Results of molecular identification
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Identification of Resistance to Fusarium Wilt in
Watermelon Germplasm

WANG Zhigiang' , LIU Shengfeng' , SHANG Jianli? , GUO Song' , YANG Wanbang' , TIAN Mei!
(1. Genetic Germplasm Institute, Ningxia Academy of Agriculture and Forestry, Yinchuan, Ningxia 750002 ;2. Zhengzhou
Fruit Research Institute, Chinese Academy of Agricultural Sciences,Zhengzhou, Henan 450009)

Abstract: Watermelon was used as test material, Fusarium wilt resistance of 18 watermelon
germplasms were identified by two methods. The results showed that immune varieties were not found
in tested material. 9 cultivars were high resistance, accounted for 50%; 1 cultivar was resistance; 4
cultivars were susceptibility;4 cultivars were high susceptibility. Dead seedingsrate of K1 and K4 were
2%, less than the sugarlee control cultivars. 6 cultivars showed resistance by using molecular
identification. The coincident rate of artificial inoculation at seedling stage and molecular identification
was 66. 67%.

Keywords: watermelon ; germplasm; Fusarium wilt; resistance; identification



