5 B 2

2017(22) :55-58

Northern Horticulture

- FIRER -

doi;10. 11937/bfyy. 20171124

g X F MK HFRREENEE
FH % BB EH A

RIETT R EBT S BE NSl AR 024031)

i BABHAT SR AR RN A SR SRR F T AW F
HL TR T FERR SRR T HBNRERAF R, A A ZRENGERBELATRE, &R
AP0k R B (ZTWYF16081515) 2 A A F X BE. K F B EHHEH, K #H (2l 4~
71. D pm X (10. 5~27. Dpm, 5 & EGHRFFHA,7 d B EFHT A LR 0 F 55 &t
BERIREE, HA RNA A B A#FEBR (TS gpd X 4§ PCR =4 20 F & 34T
BLAST 947, £ B 5 % 84E S. solani ¥ 1TS Fo gpd F3] 100% A8 F , # % % 5% B

A B FES. solani,

KA« AR ; Tt R B o R B s RN
RESHEE:S432.474 XEkERIRE: B  XE4HS :1001—0009(2017)22—0055—04

IR DX A1 K B A RGE B BT 2002 4R,
Upt LR AH RN 3 AANEMAM P RET Fi
TR BE , o 2N 439, 2003 4F T i IR M BER
BIRFN 90%, 76 Ay b BB B = 8096, 2005
A 5N AG R BT R LA ML X 38 R A T Bk i3
PEE, Kb B B e g SE F MY 23. 3 hm?
FAh. A A0 FE 130 ™, BliEHe D (2
FREN XN E AL A B REES R A WS
SRR IE T FAKARERAE LR R L IL TP R
PR T b 55 #b X1 & AR B, i BB
20%~40% , AR E4R, ERIETILE
INX 2014 4F 2 A ERE T HMKMBER . KR
FiEF) 60%, 2015 AFEFI 2016 AEFE R I T 0% 0
JHE A LU X A5 b IR & B2 I B AR R Rk
3} 80%.,

F— RN A HF (1986, %, ML, HEHFEL R, A
EFEAFHS B R EFHE L%, Email: yecaode @
126. com.

BIEMEE: 28R4 (1980), % WL . AFER . LLZAF
Wi R EEHRT LA, E-mail: ychunwang@163. com.
EEWME: AR FRELAZRFFAHELS T AR
(2015QNJIN12),

Wi BHE: 2017—07—10

M B FRT | R A1 M - BREAR B o A
3FP. R S. solani S, floridanum N S. bot-
ryosum f. sp. lycopersici'™, J5 &1 kP F b
FEROA Ry A K B R R R JE S. solani,
FEESET Y o 32 B 51 A LU 7R 28 2 b X 3. it o
FRBEHE R E A S. Lycopersici, B N %]
AU 3 X I A1 K B e TR AT T A, R BL
SRR BERR IARTE A S. solani K 7512
RAGEIEE . F ik, 5 F 5 AN A% 8K i 5ER
R IR IR TE A GE— BAR B B B 5 R e K
B8 A S T HE A T A AT LA B i 0 b X 2% 56
TR I B R 95 5

1 HHEFE

1.1 KR

HERA BT 2016 4E7E et K i BE R R ™
ER IR IE EAT AT RE . W RE 2 B85
FERH PCA B E (BB EN Y PSR,
1.2 RKBEHE
L2.1 JRIFREEM B gt

SR FLHER Ay B LU ZEAR B A 7 fa 8 AL BY
B 4~5 mm /NS B 75 U RS R E T 1 min,
e FITCHEAKIEYE 2 IR, AITHEESFHURENTT



56 it B B Z2

1A

BRI BT PCA SEAR N, BRI 1~3
P, EHE 2R, AR ORER RIS . B
F 28 CTHER R . MR KB A L% E
F PCA AR L &4ifh, 28 CHEXG SR 7 d 5, PhBUR
FWHAFTF 5 mL PCA B.OERTE .4 CREF
#/H,
1.2.2 WRIEEES¥RRSFEYFNEE

B4k iR R T (ZTWYF16081515) 78 400
Rtk WA T AR, 0 o AR 1 F A R A A
FHHIE

SR CTAB 3" BUR B DNA, tDNA
ITS PCR 3| ¥R R34 1TS1(5-TCCGTAG-
GTGAACCTGCGC-3") #l 1TS4 (5'-TCCTC-
CGCTTATTGATATGC-3"), gpd HHE| ¥ H
gpdf(5'-GCACCGACCACAAAAATC 31 gp-
dr (5-GGGCCGTCAACGACCTTC3)Hs, &
SIKER. V=W 103 e R R TH
WK It FREER BB TR T4 BE
1.2.3 SR REIES0R MR H B

HalXeb WK EEERKEN
IX1° A e mL ' MM TFERER. HBEMKE 2~
3 BT, SR M SR B A R RIS
W T A R B AE T T, LIRS A, 2
P20 BRFM A, UL H K AR, BT
25 °C, 100 Yo AHXHB I A A AR FRFE 5 3% 24 h,
R E T3 (20~24 °C), MBILF KK
B 0] B T 4. B iR i B (e 15 1 B T )
FRUED 0 G A LG AR B 1 . R
EHEI~2 MR 2 K0 BF 3~7 MR
3G A 8~10 MR WL AW T, 7
—EMRRER AR 4 i ERBE 10 LA
ORI RN R, HEE A B, IR A A
B E ARG B ER .
1.3 HESH

K H Clustal X1. 83 #l MEGA 7. 0. 26 ¥4

SRR ST T

2 HBRESH

2.1 SR X & 2% A BER R RE R
KRR R EN A, KR A

TRBER) 9 /N L Ja BT K BT S R

KI5 J5 52 Rk BR ) S A AL, A B B2

FEAHNE. WEPRKHOEER G, h%
Wia e, BAmasE; AR L REAROR
80, IR e R B AL, S B AR IR AR
EE 1A R B ERESOHERE 1B, &
o EE IR P A TR L A TR v
BERMFEETHE 1-O).,

AW IEE C. itk

Behind of leave

B. M H15E

Black of leave Plant

EH1 FikBmaER
Fig. 1 Symptoms of tomato gray leaf spot
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Fig. 2 Morphology of pathogen of trial fungus
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Table 1 Morphological comparison of among S. Iycopersici, S. solani and trial fungus pm
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2:1 2:1
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The same below.

B3 IEERE rDNA ITS 3|48 PCR #3184 R
Fig. 3 PCR result of trial fungus by primers
ITS1 and ITS4
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Fig. 4 PCR result of trial fungus by
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Fig. 5 Phylogenetic tree of trial fungus
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Fig. 6 Symptoms of S. solani on

leaves caused by artificial inoculation
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Pathogen Identification of Tomato Gray Leaf Spot in Chifeng

ZHOU Yanfang, ZHAQO Weigiang, WANG Yanchun
(Chifeng Academy of Agricultural and Animal Husbandry Sciences,Chifeng, Inner Mongolia 024031)

Abstract; Tomato gray leaf spot was used as object, the pathogen of tomato gray leaf spot in Chifeng

were studied by morphological, pathogenicity testing and molecular sequence analysis. The results

showed that conidia were light brown, rectangle or cylindrical, size was(21.4—71.9) um X (10.5—

27. 3) pm. After spraying inoculation with spore suspension, typical spots appeared on the leaves of
tomato in 7 days. PCR product were sequnenced after BLAST analysis, rDNA ITS and gpd of
ZTWYF16081515 revealed 100% nucleotide identity to that of S. solani. It came into conclusion that

the pathogen causing leaf spot of tomato in Chifeng to be identified as S. solan:.

Keywords: Chifeng; gray leaf spot of tomato; pathogens; Stem phylium solani



