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B B AR KBEEARE XEFRRE KERE G LTRSS E, BT K%
W KRBT A IR FLEAR O SRS EE IR ARBREAREASRANAFER
Fofi bk B AR H BRI, A PCR-DGGE 3t X3 AW # 4T T 547, £ A Quantity one #k#%
ME SN ETFI AR REBEMERAL TN, LB LM E RS SR A Canoco F R4
HEREN HAHRLANEF S AABERAMRAG AR ABLARERWARE G, 17T AMS
Z05 I R BT B 5 5578 35 & (Hebeloma) (34 & (Hygrophorus) . ¥ % 8 & (Sebacima) . & # &
BB (Funneli formis) E4% * A RE, L P X F — B X TRAGALT. RERBEFFRBELEZ
B EHAREFRBEFEE AR EEZF(P<0.05), REXKEEZE . RE KEFH

CXAEX: 8.8 Pl S LN

KSR AT s KO i ; I LR BE VR 5 SRR
hESEE.S718.8 XEERIEM A XEHE:1001—0009(2017)10—0159—08

RPGT U 2 [ M — PO SRR A B X, FESE AT
JEAAA BT D I 48 TR 0 J B R R B e, 2 A 4
PREESTEEEEZEH, ({22 &R
FOdJR G Rtk AR 5 T3 R E TR,
[ o 3Lt T2 3 X 52 K il 1 25 A6 ) 2 70, 3 K
PIZET BT, T EERM KR R AR, e 2
ZEMY MK C XK AESREE WM 4
THEBEZW,

TEMAEY RN E S RGN A TR
PSR AR IS . R A A
HHRGGE P S 5 LR R 2,
A Y A 2 ) i e e B e LS D7 T A R
RS MBS LY 2 WS %
REBCRN, HEMEY (EERAEMERD R R
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A NSRBI TINAE W X3 35 43 i R ORI R R i L
sk (Rl B MR ik K DR T A R RN 4 R
PRk IR I KA B E B & 7 W 5 EEAR
T RN A R R AR 7S R G S RE A
PEARMEEWE AN T B Y R
BRI MAEYEAEA P EEEEZNE
FAT i AT SR 4 39 R B AR A A SURR R B, B
EHEBERAY.

P il AR T o R T AR R RS
WIXEEN AL, S YA T ek RE
TR . HRIRMZIEHRIX ZRAR KR 1R 5
FEESTF kBt AR, A b
YK R AR SRR A B AT B A AT R 7
BAR, TR FR AR K K B R A A R B AT
B, BRI DL Sl RS RIS 4 24
i AR X R [R] K BR4E (2003,2008, 2012 48) FIAR ] &
PSR (% 3 I B K 58D Y P83 b S B 5 3 42
HRAR L EEE M SHE B RE, KA FRE
ARSI IE R0 R, B TR A [F) A BE kBl b 7%
R T L A A A e B AR fL R
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PE Rl DL R e T TR i 45 kb A B R
A e 48, kOB JE B S R GRS B
FRARTE B IR L EL R AHE
1 #MB5FE
L1 RIS

MR ARAT AR S5 Bl K I B4k T 0 s A BR AR TR 2
FBAE/NBEAS B LA KRBT 57 b 550 4 28 B A 1
S SR Ry T 0 £, 6% 2003,2008,2012 4F 3 A4~
KPR G IX, FoHr 2003,2008 4F K 5857 i
AL AR T 3 2 Adgy . 2012 4R K Be il A T 5 |
FEHREP X, B AR 107 km, B, EFR KX

HITEPELFE L S T BB T HE K Bl 3 5 R K IX
FIZE 5, 7E 2003.,2008 B2 K Bl i B T —Rad k
AR RS HE IX, 7R 2012 41 K 58500 b B0 0 5%
BT R K IXAE A 2012 4 KB H B X R IX . 7
HEHLR SRR B R A T R ERERN T
e BB BA 3 10°~ 18" 35 BE A 700~770 m {5
FEL AV B AR IR B 2R L X3, e MR
) K ARl b v 5 K T AR BRI BRAE S KRR R R 4y
FeAR , S BEIR FE (C>60%6) AR FE K Bl i (<C30%0),
FERI4r 8 AR I AL H (20 m X 20 m) , KE HL R 4 40
#£1,

*1 e 53
Table 1 Experimental plots division
X 2 374 bid: 4 el FERFET-HR TEPRE
Research area Sample plot Altitude/ m Slope/ (%) Aspect Tree mortality/ % Vegetation type
CKl1 710 15 5154 0 MB TS
2003 709 15 21 A A A
- FREE [£55°:3 PP A ﬁ?@
2003 4EE 708 15 K3 63 PR VEI IR
The forest farm of intertial zone Gen He
2008 4FiZ B 760 18 5154 30 MB TS
2008 4F & 764 18 5154 76 MB TS
. CK2 740 10 Bsk 0 M -E K
TS ARRSE 2012 4E3B 743 10 (3553 25 KRR
Han Ma Nature Reserve
2012 SEEE 747 10 [Gh3 68 PR VEI IR
L2 Ik PR B B L UK (DGGE) . IR TE e i (fh2#

F 2013 4% 7 AR 4RGP ST RLER
BL0~15 cm IR A 4, B HEHLE L 3 WKL 43 BIZEA
H B4 I BT AR D 78 ISR L PR A8 9 PR AF 3R 8 ]
L3 IEMWE
L3.1 +EAfbistrile AR IREE R
TE I E kS ook 12].,

1.3.2 +iE &5 DNA I2H K 18S rDNA § X P 1
SR Soil Gen DNA Kit $2EUR 7 & # 8 DNA, ¥
$LEL DNA 78 0. 8BRS WHEE IS s Bk . RNy
80 V,Hk 1 h, DIAIEMSEYER A DNA )y
MR , 3% ) B 8 B 4 FR1(AICCATTCAATCG-
GTAIT )il FF390(CGATAACGAACGAGACCT ) ¥
BEFE A 18S rDNA JAEIX 751, PCR P HARZR (25 pl):
10X Ex Tag buffer 2.5 pL;dNTP(2. 5 mmol « L)
2 ul;Ex Tag Polymerase(5 U » #Lfl)O. 25 pl; GC-
FR1(10 mmol « L™')1 pL; FF390 (10 mmol « L™")
1 uL;#i4R DNA 50 ng;#b ddH, O & 25 pL, PCR$*
REFRFE .94 ‘CHIASHE 5 min; 94 ‘CAFME 30 min,50 C
SPE 30 5,72 ‘CHEAH 1 min, 35 MEF ;& 72 CHE
{8 10 min,
1.3.3 DGGE /M M Eif PCR =4 10 L #47
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AR 10090 FRE 7 mol « L7 H1 40% (v/v) N i
BB W BE o 850, B FE A BE R 3526 ~55%6, 7E 1X
TAE Wil 150 V.60 C FHLYk 5 h, SR AR LB
P,
1.3.4 fEHEWWF  DGGE #8 E b &4 &4
REFEFANHEYERE. I DGGE #8408k H =
B i) 25 VE R 2, VIS I i L 4k, 5 pGM-T
(TIANGEN A "D #A %, Fefb K ATHE DHb o R
ZAMM, T OB Bk Dok B M 5 R S B R,
PCR K B 40 F » 5 FH 1 52 B 19 B8 VB8 1 Rl AR T
Y TRARARNT.
L4 A5t

SR SPSS X B R B #4722 434 0
DGGE 3% 9 4% 1 o7 B 138 )& 2R H Quantity one
RAFHEFTE T A AL B 43 BT, AR 1 25 1O 0 B RT3
P15 Shannon ZHMHIEHR (D . EEE (S .5
EREED AN EE N ZL, TR AL
% H=—XP,InP, .Ey=H/InS, H' P,=n,/N,n,
B RITRSRIE N AR TR G S R E
EELSIE—KERNATRE. EWHEHWERS S
#(Principal component analysis, PCA) £ & Ogino K
Jri R Canoco 3k, R 4E 18S rDNA HH 7
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5 ] MEGA 5 #1448 4% 1 (neighbor-joining , N-J
PHigE 1 000 KRG HW, F G ik (Boot-
straping) X #EALAFHEATPEAS
2 HBERSSH
2.1 LIERPILIELR

KBS LIEM A A BRBA S B N, 1
T AL SR VR S, SR R R L PR B R M
TR, ORISR KRR+ A YA YR RA
SRR AU 1 ) L S RE MR R T AR B R
O EE ORI Y 1R B ) B K. BR T
T IEAREEG AN SR T B K BT Hl 2003 £F 2 BIAR

CK1CK1CK1 1 1 1 2 2 2 33 3

BERT 2008,2012 £, FEH KBe/EIKE SF R
Ko TR Yy B R L AR TR LR
BERGE G VXA BT AR R IR 2 T R koot R 7K -
R B Kl i AL E K R R T KRR AR 1
FEPRE B T AR KR B LH B, T HE B 257
58 5.10 AR A PR B ARG KO B K PH

2.2 +3E5 DNA #8(K PCR ¥ #4558

2.2.1 DNARREC hE 1A LUE AL 3feke i
FAR I DNA ¥R BE | 4B Y38 B, W] LLHEAT T — 28
i PCR §738.,

4 4 CK2CK2CK2 5 5.5 6 6 6

2000 bp

. CK1.CK2: % f831.3.5:2003,2008.2012 4E 42 B KBS HILRE 5 52.4.6:2003,2008,2012 4R 5 K BeHbBe & s M: Maker D 2 000, R[],
Note: CK1, CK2,control;1, 3, 5,light burned land samples in 2003,2008,2012;2, 4, 6,severe burned land samples in 2003,2008,2012; M,

Maker D 2 000, the same below.

B 1 XM&h KRG L DNA SRAE MR E ik
Fig. 1 Agarose gel electrophoresis of soil DNA at burned forest sites for the Great Xingan

2.2.2 18S fDNA ®ZEIX PCR 7 X +3#E fh
DNA #17H B 18S rDNA F2E X fr B PCR 374,
HLPKEE AR AN 2. TR [F) Kk Bl i+ S i B

CK1 CKICKI 1 1 1 2 2 2 3 3 3

# PCR 3R 47 a3 1 B A5 7 9, 2 A i 1
8, PCR ™) i Bt R/NFE 250~500 bp, REIZRTG T
B #9447 T — 2 ) DGGE Bk 4 .

4 4 CK2 CK2CK2 5 5 5 6 6 6

Bl 2 18SrDNA B X PCR 38 =4 B S ¥ S HE ik
Fig. 2 Agarose gel electrophoresis of PCR amplification products for hypervariable region of 18S rDNA

2.3 AWML

2.3.1 DGGE E#&sr#r X bk PCR ¥ 3y 4y i
1 DGGE 7397, 5 R A 3. M DGGE B 41 %1
5y FE AW PCR-DGGE f8 8 3wl LIF .8 4>
REAR L BRSO RO 6~ 25, RIEFER FH
W EEERE, WA L RE R KBV FE . M
FIZAH R H BB MR EA AR, ART®
BT RERFAREEMEE. W o 17
AESETR W I A R RS AR, SR MR RN %A%

WRERSESEZL, M5 1 DIkl M40 FL 5 22
ATKIERIAT F17,3X 2 DA RS, WX 2 4%
WHREHERS . R Quantity one AT A,
ALZEAR AR 2 () A H LA A, A AR A 4%
o B85 ATKIERIEE 19 MKEHA & F2. 3 1
FEFFAFTEAN R Y LB A B LT 2o A 1 2 R R A2
5E » 4570 FT.F8.F9 % 948 A 4547 , Ui BT BT & S
BT
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CKICKICKI 1 1 1 2 2 2

4 4 4 CK2CK2CK2 5 5 5 6 6 0

B 3 AEMfMWIEEE DGGE 54 E
Fig. 3 DGGE map of soil fungus in different sample areas

2.3.2 ZHMEEEUIT ARYE DGGE Mk B+
FAF ISR E LR, ] SPSS BMXFARIAEFUA R k
PR T MR ERIELCFEE N EET BN
R £ SR 2~4, HFE 2 AT, 2003,
2012 SR U580 55 %o PR LI B K 0 M L T
RIGEZ A B 3 £ 5F (P<0.05), i 2008 £ Kk s
BHERIEYMEARKBREZALEELZR. B
F2 ITHREEEARNEEN
NEBEENERIEN
Table 2 Soil fungal Shannon index in the different

burned year and burned degree

KB 44y Year
Burned degree 2003 2008 2012
B Light 2.26+0. 08Bb 1. 8140. 04Ac 2.28+0. 16Ba
EE Heavy 3.39+0.05Aa 2. 22+0. 06Ab 3.4740. 10Ab
X CK 2.05240. 23Ba 2.0540. 23Aa 2.2540. 15Ba

1B KRB FRRRR KB BE#E A ] 19 22 5 B 2 K OF (P<0.05), /)
B RERIR AR IR ) KGR AR 5 8] B 23 MK P (P<C0. 05) , F AL

Note:Capital letters show significant level of different burned degree among
samples( P<C0. 05) , lowercase letters show significant level of different burned years

among samples(P<C0. 05) ,the same below.
x3 ITEREEELRRENEEM
RNERENEEE

Table 3 Soil fungal richness in the different
burned year and burned degree
KBEFRBE 4R Year
Burned degree 2003 2008 2012
25 Light 20. 00Bb 15. 00Bb 55.00+2. 52Aa
HEHF Heavy 24.33%2. 33Ba 24, 33%2. 33Ac 27.67+4.41Bb
%t CK 55. 6740. 88Aa 20. 6740. 88Aa 28.3342. 60Ba
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x4 ITEHEREARAREEN
NIEEENHE

Table 4  Soil fungal evenness in the different
burned year and burned degree
KRR 43 Year
Burned degree 2003 2008 2012

% Light 0.985 14:0. 000 6Cb 0. 986 6=£0. 000 6Bb 0. 992 474-0. 000 8Aa
EJ¥ Heavy 0.990 72£0.000 7Ba 0.990 74-0. 000 7Ab 0. 991 9=-0. 000 4Aa
B CK  0.993 34£0. 000 1Aa 0. 986 840. 000 3Ba 0. 993 1=-0. 000 4Aa

JEE KA A T AR TR KRR AR (] AR I 2 e (P
0. 05) , T B OBl 2008.2012 45 5 2003 FF £ R 8
F(P<C0.05), M3 3 ATLIEH,2003 442 B
K B B R E S X R A B AR (P<
0.05), M ¥ [H 2 F AW, 2008,2012 452 & k
R MEFEEEESWHRZHFEEELER (P
0.05),MEE kS B LEELS, B AT
HiH 2012 4E5 2003.2008 FHEEEEABEER
(P<0.05), 5 - H BB EXES. BEARTHE
HEE EEANFEZNAFEEEZER (P<0.05),
A 4 Af IR ,2003 AR EE FE AR BT kbl b LB
& 5] R A B 25 5 (P<<0. 05), H 5[]
WARTE B 2 25 5 (P<C0.05), 2008 4 5 JiF K B2l b
YA R B T 5 B RXT B A (B (P<C0. 05), 1
FEoHE TR EE R, 2012 4 kil i 5] AR R
FABEREZELTEXEZS. BE AFTH 2012
5 2003,2008 FEHEH S EAR B E =27 (P
0. 05),1i 2003,2008 4E . & 2= 7 . B FF K el it
2008 4FE E A S 2003.2012 4 B2 B (P<
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0.05), M5 —HHILREES.

2.3.3 RGHAW  WAE 17 MEHKWFHLTE
GenBank(http://www. nchi. nlm, nih, gov/BLAST/)
BB T 1T Blast R EBAHLUE R KM 15 4
RS CEHaE 7 MR RN ERDENSH
FP5. ffi FH MEGAS 3K {445 42 1 (neighbor-joining,,
N-J $) X500 ¢ B4t ) 17 4> 18S 1DNA J¥ %1 K |
& GenBank ${4f8 2 48 2 th 9 15 A~ doRE 0L B b 1Y
CAFFIMEREEZBTM(E O, HE 4 75, RZ5%
EEWH RIS R 2 X, EE 2T H,F2.F13.F5

5248 5 )8 (Hebeloma) \F4 5 ¥ 4 J& (Hygropho-
rus) JF15 5HEFS B I (Sebacima) 43 BB H— 2, 7657
—43 X W BT 581N RTE B (Funneli formis) 3 —
XU HGEG S R EGR , BATRIAE IR 8900~
10096 , i H 2 — 264 5 (F12,F6. . F1,F10,F11,F16,
FO 5AR AR B35 59 E B Uncultured mycorrhi-
zal fungus. Uncultured soil fungus, Uncultured Chae-

tothyriales, Uncultured Glomeromycota, Uncultured

Glomus B —i2,

Hebeloma IN939078

Hygrophorus lucorum KF291212

F4

Uncultured mycorrhizal fungus LN609666
F12

[ Sebacina incrustans DQ521407
100—— F15

|: Gibbera conferta GU296150
100 F14
{ Fungal sp. KT289840
99 F8

T Uncultured soilfungus GU568134
100 Fo6

46 Uncultured Chaetothyriales JQ071733
100 F1

99

99

— Fimicolochytrium alabamae HQ901748
100——73

— Tofieldiaceae environmental sample EF024959
100 ——F17

Uncultured Funneliformis LN715005
100 F7

|: Uncultured Glomus KT762241
100 F11

{ Uncultured Glomeromycota KP729206
90 89 F10
U3ncultured Glomus KT762237

63 97 Fl6
54 Uncultured Glomus HE798974
99 F9

B4 17&DGCEFISHIIGZMNBELLZTH

Fig. 4 Evolutionary tree of seventeen DGGE sequences and some relative species of fungus

2.3.4 Byt mE S ATALE 1 A
(PCORET 32. 2% KBRS 56 2 ERHPC2
RET 23 6 MBI, FIEMBEMERE KR
TR S AHBE B0, YL R W KRR 22 3 5
2 N RRAREHL A A E PCL 4775 1), KRS AL 5 55
X HRFEHLIGO> 5 B . IR AR I K e AR 4 B
B3, Ui IS B4R 1R K B0 b [R] LA S5 A LA
FR SRR, 5 BAR L, kobext LR
FERGAE —E T, AR KPR RS R K P B +
BHASMZEREXR,
3 itig

i DGGE B3t R B, AR EH N E L
B E R LB R BRI 2 A 1 &M BH%

1.5
i CK1
m CKl1
n
2 CKlm i
=)
< T 2
o 2
&) Em)
~ ‘ 1.1
-
B L]
]
6
I )
CK2 CK2 5 S ud
] Ny
10| K m
1 1 1
-1.0 PC1:32.2% 1.5

5 DGGE {8& B/ £ 5517
Fig.5 Principal component analysis of DGGE profiles
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WM HERREMN SRR 2R R, R
W45 TR N B R AR BT & Y B R O R AL
SRS T S AR B L, BN AR 20
A [RIR 477 , FE A AR & Te) R e AR AL B b S5 ke
U DGGE Bl i NER MBS EE RS+
BHBEMBRE R -8, DGGE BRI EHH
DNA J o35t 42 . 8808 B 4 i K ik 3 b ik
MR, X — AR T UG G i S 3E 57 iR B
B 3K 56 B2 4, 1 a5 M DL BE e i BR . VAL-
LAEYS %" & B, DGGE e A LR HAFHE
#i7F PCR i3 H I BN R F 5 2 B 75, it &
HI T A5 R A S 2 Bk . DGGE HRER I 2
AR R RE Y 1%L EREEE, B R
AR EREUR S R RS . T PCR-DGGEM™ $ AR 5%
WA X PCR F=#3E A7 it A 0 4 407 » R B B
R BE R AL ERE , T 55 S R BRI R BB A I 2
FELE R A =5 B DA ARG 2L 9 R/ N 24
PERET B, B A 7 SR A 4 T RV A I 2B 4
FAEYFFEL AR E B F ST IRAD 5
IR Y Z R BOR T K b fE HIEK R
BEM—TEEER, HIL, EETHIENRE
KR I EERRE R RIS E A E
TN, BRZEESISRER, ARNFE KRR
FErHAEESHHZAFEREER W kRS
TR LB ) 2R 5 O [ K OBe e B 8] i B B R
BELFEE S ERAAE R EER(P<0.05), Ut
BN KB B B M SR B AR, S
KRB E B AR & 3 MR E R TRE AR, X
SRR X RIS kel it AT T R
HRENESLER—%. BhEMNEEXE AR
RIEBFEE BHERTHRERE R JRH
T BE R AE AR KB b, B BRI i
BAER SR K T3 F . MR BRI R, K&k
RO B RBEIE , e = ZRAKEE 3 Br e B RO FP TS, 1 HL
FRE XTI T IR H,
TEARF K BRAE], 2003 AEF B RIEH.E R
5 S 2008.,2012 457 I 3 2 R (P<0. 05) , Ui
AR F) ok B 4 ok b 3db B 5 18] 7 2 BE PR AR AL
[, LA 2 2003 4R4E S BRI FE B E WS E
5x BRI 2SR T R REE B R B IE K, Kol
- E SRR B UK E B KRBT K. X
HPEEFE WA —BC R EFER RS KM%
U X A SRR O X X A SRR S, 1R
R AR K TR RO IR, K 3R  H g
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REDES T gk, A 1R EE T Y
T LT R 5 ) 4 7%, 3B A % 0K 2. T 8
BB N, e T IR A Y IR R SR,
FITF LT H , LU IR R 28 KRR RS .
1M 2012 £E7R[R) KB AR B 1750 Al 5 %k BR 22 8] TG &k
FER FHIFHRES AR A0 RE B
it R R RS M AT G, T K 5 VR B2 )
R RS TREE I 8] W HERS , ZREMEIEECA T
REyRas, Hrl R R RIS K 5 HIERBEAEHAT,
AN R T B B 5 3 B 2 R E S
B

PR ENRELTM S 17 FREEFS
EB % B (Hebeloma) ME A J& ( Hugrophorus) | 4 72
B8 (Sebacima) JEWTRE B (Funneli formis) )UK )8
FRGRARE, R 17 MEHFPREX 4 ME.
HoRimes e SR SExw R 5B RER S5
YNGR s N e s = SEY
X, 17 MEA PR A& —E AT E RN ER,
BB BEb AN R X SR 7] 35 5% 40 o B4R 4 28 A
{BAE X G R R RBOR MR B B — 2 2%
18, X BGOSR 250 2 1) U 0 5 A8 A i A 2
TEEHAELS FEEL RIEE F R, B
WAEH IR BRI 43R K, SR B B W R R WA
FEEREZENWEAMRBRHENTT T EN
Bk .

FE RS TR I AR KRR R [F) KR FE
¥ IR AR R . KB Bk Rt S
YRR ER N EERER, T HERE
B IENBEMIERA L, KRR L EAYERA
RE, RIER A S R RS M N RE. B4R K
o8 b X LR AR Sk 2 T B T R K e b A
ZTRAMSBCLHBESHNE, X5 IAN
S IT g5 AL, HoR A ITS-T-RFLP 3558
BHA TR JOpexy T3 1 F s B I B A8k, &
WAREBEAUWEHFRENDMTEE HESET
BT EEN . [AFEE JOBa)a IR E AT IR B KON TR) ks
SRR SRR KRR ) 1 R A i B R, IR
FEREBEE PR WA 5 AT SR AR VR 45 B WK 2, H
BRI OE . T4, 4 AP AR 5k H
PR + L P A P 450 VT DAAR B0 E AT DR R
W, JBEw] LUn 26 A B4 5T U5 36 1 b () s ok 2 g
FARPRE L EEEH R, BASTIAS %7 &
B, A [R) B) K e Ak 28 X5 AR K et b A EL A ek
BTREIH DEEEBESEH4F LIRS 2HF
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1R KR L IR 22 SR IR R AR T B2 1358
C /NEWHBARFTIREHY.
4 it

BATIEEMSEEMETE, AR A A
WERERBUAARNEEERE, 17 ML
FHEBEES B (Hebeloma) ., ¥ 42 J8
(Hygrophorus) M 7% 5 J& (Sebacima) B W RE R
(Funneli formis) R % R R, P E A — AT
BRI EE . RMBUWAR K BRI KGR B 2 1]
THERERIESCEEE Y EERR B ERR
(P<C0. 05) , AN sk Ba e BE A [ K 5 4 34 5% ) + 48
HEMRREN .

SE
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Study on Diversity and Community Characteristics of Soil Fungi at
Burned Forest Sites for the Great Xing'an

ZHANG Hong,ZHENG Rong
(College of Life Sciences and Technology ,Inner Mongolia Normal University, Hohhot, Inner Mongolia 010022)

Abstract: There were soil samples of different burned year and different burned degree to study at burned forest

site for Great Xing'an,which would reveal diversity of soil fungi and variational characteristic of community,and

provide theoretical basic for the science management of forest ecosystem and forest regeneration, The soil fungal

characteristics were analyzed by PCR-DGGE method. Quantity one was used to analyze the diversity, and
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compared sequence homology to construct phylogenetic tree. Principal component analysis of fungi were analyzed

using Canoco software. The results showed that each fungus was rich in species, of which had the same fungus

species and different fungus species. and the 17 preponderant bands had a close relationship with Hebeloma,

Hugrophorus , Sebacima , Funneli formis,and some uncultured fungi. There was a significant influence on different

soil fungal Shannon index(H) ,richness(S),evenness(Fy) in the different year and different burned degree( P<C

0.05). And different burned degree and different burned year also influenced soil fungal structure,

Keywords : Great Xing'an;burned forest sites;soil fungus;the community characteristics;diversity
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