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Molecular Mechanism Analysis of Genes Controlling Self-incompatibility in
Xinjiang Rosaceae Amygdalus Plants

ZENG Bin'?,LIU Mengwen'? , WANG Jianyou® , WANG Bo'?
(1. College of Forestry and Horticulture, Xinjiang Agricultural University, Urumqi, Xinjiang 830052; 2. Research Center for Xinjiang
Characteristic Fruit Tree , Xinjiang Agricultural University, Urumgi, Xinjiang 830052 ;3. Xinjiang Branch of China Academy of Forestry
Sciences, Urumqi, Xinjiang 830000)

Abstract: Rosaceae Amygdalus plants is the horticulture plants with economic and important research,which are
self-incompatibility, self-pollination can not set in the process of growth, belonging to the gametophytic self-
incompatibility (GSD) ,the mechanism is in the process of fertilization and their genetic exclusion pistil like their
pollen and accept alien pollen. The pistil and pollen recognition interaction is controlled by a highly polymorphic
alleles loci namely S-loci. It has been found that Amygdalus plants S- locus encoding S-RNase, S-RNase plays a
specific role in S-locus cell toxin physiology. When the pollen and pistil contains the same S-locus style S-RNase,
free access to the pollen tube,rRNA self pollen pollen degradation in pistil elongation was inhibited, the apparent
traits showed from incompatibility. In this paper, we reviewed the research progress in Rosaceae Amygdalus
plants self-incompatibility molecular mechanism,and focuses on the distribution of Xinjiang’s unique Amygdalus
cultivars plants and wild species research progress of S-gene,provides an important basis for further research.

Keywords : Rosaceae ; Amygdalus plants;self-incompatibility ; molecular mechanism

178



