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Abstract; The excellent varieties have been screened through cultivatied in factory and compared the
yield, time of primodia and flush, weight of single mushroom, shape of sporophores between the ten
different varieties of Agaricus bisporus. The results showed that M10 could be used to breed the short
cycle and mechanical harvesting strains., M5, M6, M8 were suited to produce in farm, whereas M2, M3,
M7, MI10 just opposite, they were suited to factory which could be uesd to breed the strains which were
suited to cultivation in farm and factory respectively. Six varieties had a high yield. M2, M3, M6, M7,
M9, M11 could be used to breed high yield strains. M2, M3, M9 could be used to breed good shape
strains. M1, M5,M6, M8 could be uesd to breed excellent quality strains.
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Fig. 1 Fruiting bodies of wild strains
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Fig. 2 Spores of wild strains
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Fig. 3 ITS region nucleotide sequence of wild strains
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Fig. 4 Results of ITS sequences comparision between wild strains and AM946522
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Identification of a Wild Mushroom Based on
Its Morphology and ITS Sequence

WANG Fengjian, ZHOU Xiangyu, GAN Lu
(Department of Biochemistry and Environment Engineering, Hanjiang Normal University, Shiyan, Hubei 442000)

Abstract; The ecological environment and the morphological structure of a wild mushroom picked from
Saiwudang Nature Reserve were studied in this experiment, Meanwhile, the species was identified
based on its morphological characteristics. Molecular identification was done by extracting its DNA,
amplifying and sequencing its ITS sequence,and comparing the result with GenBank to determine the
genetic relationship. The results showed that the wild strain was identified finally as the Phaeolepiota
aurea, a new record species in Hubei Province. The result laid a foundation for the further
development of its application value.

Keywords: wild mushroom; ITS sequence; identification of morphology; newly recorded species of

Hubei; Saiwudang Nature Reserve



