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Fig.1 Young wild mushroom
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Fig. 2 Colony characteristics of wild mushroom mycelium
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¥ : M. DNA Marker; 1~2. Bi#2{& PCR ¥ 3724 ; 3~4. B AE B T 504k PCR ¥ 3247
Note: M. DNA Marker;1—2. PCR amplification production of ITS gene region from mycelium;3—4. PCR amplification production of ITS gene

region from wild mushroom,

3 H4AH ITSXE PCR &R
Fig. 3 PCR amplification result of ITS gene region from wild mushroom
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GTCCAAGCCCACAGCATCACAAGGACGTGTGG
GTTGAGAATTCCATGACACTCAAACAGGCATG
CTCCTCGGAATACCAAGGAGCGCAAGGTGCG
TTCAAAGATTCGATGATTCACTGAATTCTGCA
ATTCACATTACTTATCGCATTTCGCTGCGTTC
TTCATCGATGCGAGAGCCAAGAGATCCGTTG
CTGAAAGTTGTATTTAGATGCGTTAGACGCT
AATACATTCTGTTACTTTATGTGTTTGTAGTG
ATACATAGGCCGGCAGAATGCCTCAAAGACC
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L-2013-1
Trametes sanguinea KJ850206.1

Pycnoporus cinnabarvinus AF363753.1

Pycnoporus coccineus KP255840.1

Coprinus comatus U85334.1

—
0.5

4 ETFITS FINHFERRELZGHLS T
Fig. 4 Phylogenetic analysis based on

wild mushroom ITS sequence
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Table 1 Effect of wild mushroom on
goosegrass seed germination
[ip 23 FK i3S
Ab¥E o
Germination rate Shoot length  Root length
Treatment
/% /mm /mm
% B (CKD 44, 1240. 40 17.934+0. 03 12.0840.03

B 21K & B Mycelium broth 36.4040.35% *  17.9040.10 9. 6240. 04 *
B2 kS5 RBRIEEY
Mixture of mycelium and broth
et RREF BEFP<0.0D),

Note: * * represents significant difference at 0. 01 level.

0% * 0% *
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Isolation and Identification of Trametes sanquinea and
Its Effect on Seed Germination of Eleusine indica

LIU Guigiao' , WANG Jianshu' , WANG Qiumin® , YANG Qingbin®
(1. Agricultural College, Hebei University of Engineering, Handan, Hebei 06300032, Agriculture Bureau of Lincheng County, Xingtai,
Hebei 054300)

Abstract: A wild edible mushroom strain from Xingtai was used as test material. It was identified with
morphological and molecular methods,the effects of the broth,the mixture of liquid culture mycelium and broth of
the wild edible mushroom on Eleusine indica seeds germination were studied,in order to lay the foundation for
opening up new weed biocontrol. The results showed that the wild edible mushroom was Trametes sanguinea ,
while the germination rate of Eleusine indica seed which were treated by water was 44. 12% ,the germination rate
of Eleusine indica seed which were treated by the broth of the wild edible mushroom was 36. 40%. It showed
strong inhibition on root growth. The germination rate of Eleusine indica seed which were treated by the mixture
of liquid culture mycelium and broth of the wild edible mushroom was 0.

Keywords: wild edible mushroom;molecular identification ; Eleusine indica ; prevention
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