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L1 Rt

L1.1 Bk 2015 4F 8 A K, 7E 5% 57 MR IR Tl XUR]
A3 FE R 1 RN T L R AR 1 — A/ 1L BR T A B bR
HUOREAEE 2 pRE AN 7L, E LR EHITHLNE.
W3R RIS ER, 0 B4 5o B5 #1 BF8, FALEEEET
BEBEMNALH U mmA< 5 mm)EFBINA 55 Mk
FER Q00 IU « mL™ ") WAL PDA FEfRIEFHE F,25~
27 CHEEFA T BT, R E 2 KR AHm .4 C
FIVKAE TP AR A T

L1.2 HHRIEsRE PDA Kk Bl lr i35 a7 2k
KANE 4545 10 mL, BF 115 ‘CFKE 20 min,

L2 REirk

L2.1 BAFRERE WE2HKRE4EFE BS fl BF8 1
SEARM TN, B 35 AR B /DN R TR AR B 6
KB RERLE M), B A8 TR B, BB AR T
AT ZEH SR )5 S IR SRS IR0 51 43 25,
L2.2 47z R DNA #BULH & (HN5
£ DNA, Thermo /A A K Nanodrop ¥ #% ] &
DNA . RAHE®EEHS | Yitiry 1#,1TS1.5'-
TCCGTAGGTGAACCTGCGG -3’ #1 ITS$4: 5 - TCCTC-
CGCTTATTGATATGC -3' R34, Pk FR . Bk
20 L, 43 10X PCR B3 2.5 L, dNTPs 10 mmol « L™
2.5 pL BI# 5 pmol « L™ 0.5 pL, Tag 5 U+ pL 7!
0.15 pL, B4R 5 ng » L' 1.5 pl,ddH,O 12.85 pL.
PCR ¥4 )5 B2 94 °C FAsHE 5 min, 94 “CASME: 30 s
10 MEFF, 62 CiB k 30 5,72 CHEfH 30 s BLH 45 s,
72 CRBL 5 min,4 C A%, ¥ Hiri DNA R4fi%
LAY A RA RN E 28S tDNA 1 ITS J731,
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FI DNAMAN %4, 6 B, 75 #4 28S tDNA F1 ITS J¢
F7E NCBI Hifliid BLAST R L& I ERE RS &
ﬁw[mw] .
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2.1.1 FEERES B laFREE/N, HE
& 2~4 om, K BRIE 27 &, Bl A a R T 1, B A 2
REEL BRGNS, AN BNESL 2K
RVIERBHR THO, G RTE B K 3~5 cm, f

0. 2~0. 6 cm, WHIE , 5B % [F €, 5 23R E Tl op
L, ARE I HAEETA L AEK RERD
M. BWPAEREM.REE, BFS(E lo) Fds R, @
FHA 3.5~13.0 cm, B BRIE EF B, A HER TV,
TREEH B, R EEEREA. NGNS, TR
F A 1D K 4~9 cm, 4 0. 5~2. 0 cm, BT . #1#]
AR AR, T ENLLL N WML,
AEK, FEG. BEEB%/NERR.FREE. BA
REMBE,

1 2HRBERTEE
Fig. 1 Fruit bodies of tow wild fruiting
10 ) PR R, B 228 R A HOIRER & (8 22), BEF8
BRI 22 AR B 53 32 /0 HL W i, TE B BB ) 3 5 5 T 42 B
@@ HAE6; BONEH 24 R (B 2b) 780k
B

2.1.2 W2KES BS W4T PDA Jigp% D RIE
B, WEEM, oL L, ICEERE ) BR: ¥1 h E
LR 3~5 d AN AR, IR 2 7 AR
HREC, HEWHAE, HLBR, 7EEY¥ B U0X

2 ZHRHERMELERS

Fig. 2 Mycelium forms of two strains
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2.1.3 MFRHIES 2HBARMFOERMBE, BTN
WM, B [T Y, BRS [ITR-T-HUBE , 24 J9 6 R 2%,
BRIE s TR/ KK X, 2051 A (5. 0~9. 8) pm X
(3. 2~5. 0)pum, (6. 1~10. 8) um X (3. 5~5. 3) pum, F£L Yt
SRR M, B BS F1 BES Btk Aotk & éé%n
FITF 5 W SO S H R 45 R 5 RO P E B AR KA E
T RS YRR A S AN E A lﬂ%&mﬁa@c
ERE b E B AR A H O HEBE R FBE RN
I6& 1% s BFS FTREN-DH B R FE RN E T HE.
2.2 AT

2.2.1 28S rDNA ¥ HF1 ITS JEF) 449 28S rDNA 5
YR D1/D2 X, B/ 3 W45 1 E M, F 5K &
435k 625 bp F1 627 bp, [AIIEME A 97. 9300, %45 R %K
B,B5 #1 BE8 (R4 K R b i, hA—E Wi H
H LA RE R R — R N B . ITS JFA ¥ M2
ITS1 A TTS2 XI5, B 4 Mie 451K, I E 53518
647 bp F1 672 bp, [ 4 11K 2 89. 84% , F B BS FI BF8
W R RABR G , R R B R PP 2 FrE .

B35.seq 38
BF8.seq 40
Consensus

B5.seq 78
BF8.seq 80
Consensus

B5.seq 118
BF8.seq 120
Consensus

B5.seq 158
BF8.seq 160
Consensus

B5.seq 198
BF8.seq 200
Consensus

B5.seq 238
BF8.seq 240
Consensus

B5.seq 278
BF8.seq 280
Consensus

B5.seq 318
BF8.seq 320
Consensus

B5.seq 358
BF8.seq 360
Consensus

B5.seq 398
BF8.seq 400
Consensus

B5.seq 438
BF8.seq 440
Consensus

B5.seq 478
BF8.seq 480
Consensus

B5.seq 518
BF8.seq 520
Consensus

B5.seq 558
BF8.seq 560
Consensus

BS.seq 598
BF8.seq 600
Consensus

B5.seq 625
BF8.seq 627
Consensus c’ltTltggctttaatcgacccgtcttg

B 3 2#Er 28S (DNA RIEF 5

Fig. 3 28S rDNA region nucleotide sequence of 2 strains

2.2.2 RBEREST AR 2 0REF A 7 B v AR T
| FE 5 F1 NCBI B 2 11 MEHBE YRR 28S rDNA
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M ITS FFIMERGEREW, FH AT 7. 28S rDNA
P RGE LB W B E 5,5 B il BF8 AT & B
J& (Lepista) WY 11 NRAR B RIAEFE RN 45— 128
B, 1EXANKBE B 5B F B (Lepista sordida,
JN649350. 1)28S rDNA J5 51 [7] B It h 100% , BF8 54
T&EEE (Lepista nuda ,F1755225. 1) 28S rDNA J5 51| [5] 5

BS.seq
BF8.seq
Consensus
B5.seq
BF8.seq
Consensus
B5.seq
BF8.seq
Consensus
B5.seq
BF8.seq
Consensus
B5.seq
BF8.seq
Consensus
B5.seq
BF8.seq
Consensus
B5.seq
BF8.seq
Consensus
B5.seq
BF8.seq
Consensus
B5.seq
BF8.seq
Consensus
B5.seq
BF8.s¢q
Consensus
B5.seq
BF8.seq
Consensus
B5.seq
BF8.seq
Consensus
B5.seq
BF8.seq
Consensus
B5.seq
BF8.seq
Consensus
B5.seq
BF8.seq
Consensus
B5.seq
BF8.seq
Consensus
B5.seq
BF8.seq |
Consensus  caaalcag

4 2HEN ITSEEERFS

Fig. 4 ITS region nucleotide sequence of 2 strains

IOO% 95%
1
B5 28S.seq100%
Lepista sordida IN649350.1.seq

BF8.seq)l
Lepista nuda FJ755225.1.seq 999, |98%
Lepista irinag DQ234538.1.seq
Lepista nuda AY586684.1.seq(100% [99%
Lepista nuda DQ071713 2 seq }M
Lepista nuda KJ021705.1.seq

Lepista saeva AY207224 .1 seq
Lepista sordida AY207225.1.seq(100%
Lepista sordida KI681053.1.seq [100%
Lepista sordida KJ681054.1 seq |100%

Lepista sordida KJ681055.1.seq

99%

B 5 2#RER 288 (DNA HFFIMBENRELZEW
Fig. 5 Phylogenetic tree constructed with the nucleotide
sequence of 28S rDNA regions of 2 fungi
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PR 100%., B 6 ITS FAIRGELAFWER, 5 B M
BF8 AT AR B (Lepista) WY 11 MEBHERLE
W43 2 M FRIEIR /NS . BS Bk SRR BE (Lepi-
sta sordida ) AF241523.1, AY534114. 1., FJ428582.1,
FJ501562. 1 #1 FJ770939. 1 ITS &5 W H:J 100% ; BFS
Mk 5% T & 8 (Lepista nuda)FJ810154. 1 ITS J¥ 5 [F]
EPER 100%, LR B F1 BFS Ekk 28S rDNA 414
FFHIRITS PRI AR LBt BER S EHAE
Ay FUE 8RR S SCHRDTE AT LE Xt W A e E B A
B EER FEE R EE; BF8 A4 B B
FEERNETEHE. " TXEERE5EKLEEER—
B, KA e g R 8 T A EAE .

100% 95% 90%
1 1

Lepista sordida FI481015.1.seq
Lepista sordida FJ501562.1.seq 10005
Lepista sordida FJ428582.1.seq [100% |98%
B5.seq |100%
Lepista sordida AY534114 .1 seq |100%
Lepista sordida AF241523.1 seq [L009
Lepista sordida FI770391.1.seq 94%
Lepista nuda F1467352.1.seq 1009
Lepista nuda FIA67352.1 seq }:lﬂ%
Lepista nuda KI577474.1 seq 08%
BFS.SCq 100%
Lepista nuda F1810154.1 seq }:Iﬂ
Lepista nuda KJ523885.1.seq

Bl 6 2H%ENITSFEIMBHNRSZZER

Fig. 6 Phylogenetic tree constructed with the nucleotide

sequence of ITS regions of 2 fungi
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Identification of Two Wild Lepista Strains

JIANG Xue,PANG Weigiao, YANG Yang,GUO Dejun
(School of Food Science, Heilongjiang Bayi Agricultural University,Daging, Heilongjiang 163319)

Abstract:In order to provide an evidence at the molecular level about resources identification and genetic relationship

analysis of Lepista mushroom, The study which used the method of the morphological features of culture and molecular

markers were made to analyze the genetic diversity of different Lepista mushroom. The 2 Lepista mushrooms of B5 and

BF8 collected from the Heilongjiang were used as experimental materials, The results showed that B5 and BF8 were

significantly different in the fruiting bodies and mycelial characteristics. The homology of 2 the strains of 28S rDNA in

highly conserved sequence and of ITS in moderately conserved region was 97.93% and 89.84%, respectively. In

conclusion,B5 was Lepista sordida and BF8 was Lepista nuda ,which belonged to different species in the same genera.

Keywords ; Lepista;morphological features of culture;molecular identification
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