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Fig.1 Sample standard of flower and bud in different periods
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GTGAAAATACACGGTCACACGAAACACGAGCGTGTTTGGATGTGTGAAGTTTGTGAACAGTCAGCCGCGACT
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GCGCGTAGACACGAGCGGGTTCCTATTGTTCCCTTTTATGACTCAGCTGAAGATGTAGTGAGGCTTGCTAAT
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Fig. 2 cDNA sequence and deduced amino acid sequence of CICOL5a
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XP011656660 Cucumis sativus
100-XP008453644 Cucumis melo
XP009120283 Brassica rapa
XP013667085 Brassica napus
XP006401182 Eutrema salsugineum

XP006280689 Capsella rubella
94—XP010443467 Camelina sativa
_|:XP002277953 Vitis vinifera
99 XP010259762 Nelumbo nucifera
EYU34282 Erythranthe guttata
XP011069877 Sesamum indicum
CDP02934 Coffea canephora
BAS25699 Gentiana triflora
XP006343545 Solanum tuberosum
XP009608073 Nicotiana tomentosiformis|
XP009799762 Nicotiana sylvestris
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Fig. 4 Phylogenetic tree based on CO proteins
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Fig. 5 Expression pattern of C/COL5a in different tissues,flower and bud in different periods
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Clone and Express Analysis of CICOL5a in Chrysanthemum lavanduli folium

CHEN Dongliang"? ,LUO Chang"? ,CHENG Xi"* ,HUANG Conglin'**
(1. Beijing Agro - biotechnology Research Center, Beijing Academy of Agriculture and Forestry Sciences, Beijing 100097; 2. Beijing Key
Laboratory of Agricultural Genetic Resources and Biotechnology,Beijing 100097)

Abstract; Taking Chrysanthemum as test material, the CICOL5a gene was cloned and analyzed. The results showed that
this gene encoded a protein of 347 amino acids containing two B-Box domains and one CCT domain, which indicated that
it belonged to the CO family group I. Both the results of NCBI Blastp and phylogenetic tree based on CO proteins showed
it was mostly closed to AtCOL5 gene than other member of the family,so it was named as CICOL5a. Relative real time
PCR analysis showed that CICOL5a expressed in all the tested tissues, with the highest level in leaf. In the process of
flowering, the expression of CICOL5a gene was gradually increased,and reached the maximum level at pigmented stage,
and then decreased gradually, which indicated that CICOL5a might play an important role in the development of flower in
Chrysanthemum.

Keywords : Chrysanthemum; Constans like gene;flowering regulation;express analysis
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