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Effect and Technical Requirement of Apple Packaging After Harvest

HOU Xuegian,ZHOU Huiling, JIANG Shuai,SHI Yali, TANG Yongping
(College of Horticulture, Northwest Agriculture and Forestry University of Science and Technology , Yangling,Shaanxi 712100)

Abstract: Apple is thought to be ‘a full range of healthy fruit’ due to its high nutritional value,the domestic demand and

output of it shows a rising trend year by year. As one of the most value-added links in commercial production of fruit,

packaging is important to improve the competitiveness of apple market. This paper started with the relationship between

packaging and postharvest physiology and quality of apple,proposed the technical requirements of the packaging during

storage, transportation and sales of apple,provided theoretical and technical reference to improve the level of postharvest

commercialization, to reduce the loss after apple harvest,and to promote the development of apple industry.

Keywords : apple ; packaging ; preservation; technical requirements
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Progress on Cultivar Identification of Amur Grape Using Molecular Markers

SONG Huifang,LIU Haishuang, LI Changyu,Al Jun,ZHANG Qingtian, YANG Yiming
(Institute of Special Wild Economic Animal and Plant Science,Chinese Academy of Agricultural Sciences,Changchun,Jilin 130112)

Abstract; Molecular markers are widely used in amur grape resources. The progress of cultivar identification of amur grape

using molecular markers by baseing on its collection, reservation,identification and utilize were summarized and analysised

in this paper. Meanwhile,the process of DNA barcoding was analyzed, the advantages and disadvantages of the existing

molecular markers identification techniques were expounded. Functional molecular marker were also considered as the

important technology. As a result,it was very important to propose DNA barcoding in identifying.

Keywords: amur grape(Vitis amurensis Rupr. ) smolecular markers; DNA barcoding
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