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B 1 C weyrichii SAREFAZ(BRR=1 cm)
Fig. 1 The head flower morphology of C. weyrichii(Bar=1 cm)
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Table 1 2C DNA content estimation of C. weyrichii

FE AR e REAE

B Gl {5 ] . AR5 RE
Mean Estimated by ~ Estimated by
Sample Gl value CV/%
value L. sativa/pg ~ H. annuus/pg
A3 37.43 37.43 4.13
i H % 48. 86 48. 86 2.72
C. weyrichii 1 139.18 141. 26 20. 08 20. 90 3.59

C. weyrichii 2 143.33
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73. 3V AY B P TE T2 S5 RIE S R R
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2 HE3E(A).mBAZE(B)# C. weyrichii(C.D) K= 4B AR N E
Fig. 2 The flow cytometry determination result of Lactuca sativa (A), Helianthus annuus (B)and C. weyrichii(C,D)

B3 Cueyrichii REHEHENHEARR=10 pm)
Fig. 3 The chromosome morphology of

C. weyrichii(Bar=10 ym)
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1 s A~C. [Al— ] ##% DAPI Yea 4k & FISH {52 (5S rDNA £T44,,45S rDNA 4 68) ; D, 7 2243 34 vp i 4 fa 44 ; E~ H. 5S rDNA F1 45S rDNA 7E C.
weyrichii 15 25354 h BRI YR - 12 A1 E. 5S rDNA 2435155 (4 £4) ;F. 458 rDNA 243855 (4#45) G. DAPI & 4L fi e 644 ; H. 5S rDNA(LL 4, .45 rD-

NA(% ) 5 DAPL ik (@) K& RE. R =5 pm,

Note: A-C. FISH signals of 5S rDNA(red)and 45S rDNA(green)sites on interphase chromosomes;D. Metaphase chromosomes of C. weyrichii; E-H. FISH
localization of 5S rDNA and 45S rDNA on metaphase chromosomes of C. weyrichii; E. FISH signals of 5S rDNA(red) ; F. FISH signals of 45S rDNA (green) ;
G. DAPI-stained chromosomes in metaphase; H. A merged image of the metaphase chromosomes and the FISH signals of 5S rDNA(red)and 45S rDNA(green).

Bar=5 pm.

4 5S rDNA #0 45S rDNA £ C. weyrichii iR 2B Bk _E B9 5E S R AL 5 32 53 4

Fig. 4 Fluorescence in situ hybridization of 5S rDNA and 45S rDNA on mitotic chromosomes of C. weyrichii
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Estimation of Genomic Size and Physical Location of rDNA of
Chrysanthemum weyrichii

QIAN Shuang™?,LI Ang® ,ZHAO Xin® , YANG Shuhua® ,LI Mingyang' ,GE Hong’
(1. College of Horticulture and Landscape Architecture/Chongqing Engineering Research Center for Floriculture, Southwest University,
Chongqing 4007165 2. Key Laboratory of Biology and Genetic Improvement of Horticultural Crops, Ministry of Agriculture/Institute of
Vegetables and Flowers,Chinese Academy of Agricultural Sciences/National Flowers Improvement Center of China,Beijing 100081)

Abstract: Taking Chrysanthemum weyrichii as test material, the genome size of C. weyrichii was estimated by flow
cytometry. The chromosome numbers and rDNA chromosomal location of C. weyrichii were studied by chromosome
counting method and fluorescence in situ hybridization for the first time. The results showed that the genome size was
10. 02 Gb,chromosome numbers were 2n=_8x="72, four pairs of 5S rDNA located at submetacentric regions and eight
pairs of 45S rDNA located at terminal regions were detected. This study provided a valuable basis for future genomic and
cytogenetic studies in C. weyrichii.

Keywords : Chrysanthemum weyrichii ;flow cytometry;chromosome;rDNA ;fluorescence in situ hybridization
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