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The Application of ISSR in Edible Fungi Research

MENG Hu'?,SUN Guogin® ,SUI Wei® ,SHI Aixia®
(1. Physics Department, Inner Mongolia University, Hohhot, Inner Mongolia 010020; 2. Inner Mongolia Academy of Agriculture and Animal
Husbandry, Hohhot , Inner Mongolia 010030;3. Plant Science & Technology Research Institution of Baotou,Baotou,Inner Mongolia 014010)

Abstract: ISSR molecular maker is a new technology based on the micro-satellite technique,which takes great advantages

of stability, polymorphism,simple experimental operation, security,low cost,and so on. The research advances in genetic

diversity,cross breeding, variety identification of edible fungi was revealed in this paper,as well as the important effect on

stain improvement, culture resources protection,standardization of market management of fungi. In the future,it would be

required improvement and incorporation with other molecular makers of present ISSR for the development of molecular

research of fungi.

Keywords : molecular marker technology;genetic diversity;cross breeding;variety identification
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