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1 PDAEFEFHNBEEES
Fig. 1 The morphological specificity on PDA

B2 SEELRBFL£(100X)
Fig. 2 Micrograph of aerial mycelium and spore chains (100X
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Fig. 3 The result of Pst] restriction of 16S rDNA
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Fig. 4 The result of EcoRV restriction of 16S rDNA
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Fig.5 Symptoms of Tremella fuciformis bed-log after artificial inoculation with strain Js-1*
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Note: A, antimicrobial effect of Js-1T on Xianghui; B,antimicrobial effect of Js-1T on Tremella gemma.
6 Js 1" ERRHIBURHLE

Fig. 6 The pathogenic mechanism of strain Js-1*
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Table 1 The antimicrobial effect of Js-17 on microorganisms

Mtk B /N MEAR
Strains Size/ cm Antimicrobial effect
K 2.76+0. 10 BORBE
B A 1. 2640. 06 A
s 4.2940.12 BRI B
HEJRER 4.0740.05 B B
TR 3.85+0.05 WA B3
K 3.3740.18 MRBE
R 2.90+0. 08 BORBE
eI AR 4
FRMBERHECHER—B") MR i o 22 e R
3 g

Pk SR B A7 Mg R A R AL B 2 3 MR IR
W3 M BRTE PDA FAR | i 35 57 45 1E A8 7], ARDRA
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Pathogenicity Mechanism of Yang Mei Shuang Disease on Tiremella fuciformis and
Inhibition Spectrum of the Pathogenic Bacterium

LI Bingbing'? , WEN Zhigiang'
(1. College of Life Science, Fujian Agriculture and Forestry University, Fuzhou, Fujian 350002; 2, Huai’ an Center for Disease Control and
Prevention, Huai’an, Jiangsu 223001)

Abstract: Taking Tremella fuciformis artificial bed-log which was infected with Yang mei shuang disease as materials,
plate cultivation and molecular biology methods were used to study the biological characteristics and antibacterial
spectrum of pathogenic bacterium. The results showed that the colonies characteristics and cultural characteristics of the
three pathogen strains Js-17,Js-2 and Js-3 were the same as PDA culture. And the 16S rDNA of three strains had the
same bands after digestion. ,so these strains were repeated strains. Strain Js-17 was confirmed to be the pathogen of this
disease through Koch’s rules. Strain Js-1" had strong inhibition on xiang hui and tremella gemma, which could be the
cause of the disease. 16S rDNA squence analysis showed that strain Js-1Thad the highest similarity with Streptomyces
hebeiensis strain NBRC 1010067 ,reaching 97. 62%. The results of cultural characteristics and molecular biological analysis
showed that strain Js-1T belonged to Streptomyces. What’s more, the antibacterial activity of strain Js-1T was determined.
The results showed that strain Js-17 had strong inhibition against these tested strains. The diameters of Escherichia coli
and Bacillus subtilis were 2.76 cm and 1.26 cm, respectively. The diameters of Sclerotinia sclerotiorum , Mycogone
perniciosa y Pyricularia grisea, Trichoderma wviride , Rhizopus stolonir were 4.29, 4.07, 3.85, 3.37 and 2.90 cm,
respectively. In addition,strain Js-17 had antibacterial activity to Fusarium spp and Banana vasicular wilt.

Keywords: Yang mei shuang disease on Tremella fuci formis;pathogenic bacterium;inhibition spectrum
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