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Table 1 Materials of Mango analyzed by SRAP
R
Eac AR R FeVi HAEA Seed
Parents or female
No. Variety or species Origin embryonic
parent
tye
1 “BEH TN Yellow Aroemwnis’ Z[H ? BAR
2 “HZRFH"Nang Klang Wan”  FR[E ? LN
3 “EJEE 901 5 ¢ Neelum’ 21053 “BBFH-”  Deshehari’ ZR

4 “HERGT 10 27¢Gui Re Mangol0® J-Pg
5 ‘“fEPi: 14 5”°Gui Re Mangol4” J~ Y

“ENJEHR 901 57 ¢Neelum” AR
“ERREAL 901 B¢ Neelum’  BJR
“EZIF XYL
R T N

° ERALJin Huang Mango ol ¢Nang Klang Wan X Keitt” ZE

7 “HEH- 23 57 Gui Re Mango23” JTHg ? LI

8 “HEIA 82 B7°Gui Re Mango82” =W  “ERFEA: 901 5”‘Neelum’  ZJE

9 “BEHH 264 £7¢Gui Re Mango264” /"5 “EPAEH: 901 B7“Neelum’  £JiE
10 “H#h A 265 57 ¢Gui Re Mango71” J7 P “FH 42 5F #-”  Nang Klang Wan’ £ Jik
11 “FRSE 1 547 Qiu Shil” JUWE “EREEAT 901 57¢Neelum®  £ZJR
12 “BRIE 2 B AL Qiu Shi2’ PP CEREERE 901 B ¢Neelum’  £BE

H:? RRBRWE .

L2 Bk
1.2.1 DNA M0 DNA fOHEOR S B CTAB 3,
FIRRZE AR DNA ¥k B 5 2652 , [RIAT SR A 1. 626
BEARWEBE L B KA I DNA Frg. &5 8RB 2k
B 50 ng/ WL, — 20CRREF .

1.2.2 SRAPMT BT HIG W4 36 X, i
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e 22 MEEWLT SRR WA S (& 2). SRAP
Py RNk R B KRFCE 25 pL, %A 30 ng DNA,
0.3 pmol/L5B|¥7,12.5 ul. 2XTag PCR Master Mix, ¥ 14
R EFRE K7 :94°CFAS M 1 min,35°CiB K 1 min,72°C #Ef#
90 s,5 MEH; 94°CHAZHE 1 min,50°CIE k1 min, 72°C 1E
18 90 5,35 MEFF; 72°CEEMH 10 min, PCR P4 HL10 pL
FH 2. 0% B WHERSAE 0. 5 X TBE HEaYk,85 V 4444 T
¥k 1.5 h, Z5RE, FEIRBUR RS FAIE AR,
1.3 THWE

BN YHASEZBERC) =5 YA EY £
SR BAHEO100, B5I1REREES D=
I | P A AT S H A R RS RIS FREO< 10077
L4 BAESr

12 R SR AR R 5 73 # AL UPGMA (unweight-

ed pair-group using arithmetic average) J5 £ Fil NTSYS #%
PRHAT  HERSIRPIRR IS . DUEE ST W B RO AR R %)
12 AU SR SR AT 2R 2 AT, s L DK PR 3% b 355 A o B
FIZHIE N “17, Rl — B WA 457 MIE R 407, 7 BURTE
BB B R I TE S 7 AR B0V A1 A B Y SR R
FEFE
2 BREHW
2.1 FRFELZ DNA FRE 45 5

12 AT B R L 41 DNA 283 K S5 554 17 i
TR IZ (B 1, &4 6065 1 &, DNA ¥ &
ODy / ODyso fE2A 2. 0~2.5,0Dss0/ ODgo (AN 1. 7~1. 9, 3R
AT 4RI DNA 46 B384, A0, 23800 R i SR A
DNA Jii 8 FIHR BEER AT, 6 R 2K .

L 1~12 BB FR G 1 MR,

Note: The name of samples is same as that of Table 1.
1 #C DNA By ki E
Fig.1 Electrophoresis of mango DNA

2.2 BlYIN AT

TR Y 22 TR A A (R )Ly H 251 4
WL P 2SI 181 &, BN HANESBELATH
i 5~15 2, X 5| P AR F] 15. 08 A&
W BT W H A B 2 S HE R TE 56% ~100% Z 18],
XULE] SRAP £ M8 &, 18 T4 A AR A i, K
Me7+Eml0 3| #3-aE R LK 2,
2.3 RMEZSEEE

H 2 WA, 22 S5 1A A R KB RE S 7E 33. 3306~
91. 67% 2z [] , H:H Mel+Em5 . Mel +Em7 . Me2+Em10,
Me3+Em7.Me5 + Em6 ., Me5 +EmS8., Me5 +Em9 ., Me6 +
Em9.Me7+Em5.Mel0+Em3.Mel0+Eml0 11 5|4
AR B8 F13K 80% DLk, AT LA A 2 X 43 K 4 dh
. WARIZEXSAGFHENTIYHE., X
ULHIER A P Z B B SR R R LU EARIE . B L R A
MG, & 3 A, 12 AT SR A B R AR & S
LR ECH 0. 77~0. 89, 34K 0. 83, For LB EE 901
B SBKEL 1 B ERE I 96%. X 22 X5 A
FR“EPBE 901 B 5“BkSE 1 S 40740, A A ERRE X
45 . R LIARRIREL 0. 776 R 7, /T LUK 12 {3 A0SR Fh T
GR35 1 AA AT 10 57 R AT 82 B “HE
WA 14 57 BRI EHR N SRR 5 2 2%
BREIAT 23 B HEIAT 265 5758 3 2H “REIVIT
264 57 “FKSE 2 BALYCEIEE 901 B4R BKEE 1 B4,

100

%2 22 3F51 A A
12 T RFRET EER
Table 2 The amplification result of

12 mango germplasms by 22 primer pairs

ZHMRTH ZEMILE TEMNMSFE LHEEN

Name BAHE Number of  Polymorphic Number of Distinguished
of primer nu:')rtl:l)ler polymorphic rate distinguishable ablity
pair bands/ %% /% kinds /%

Mel+Em5 10 9 90 10 83.33
Mel+Em6 8 5 63 5 41. 67
Mel +Em7 11 7 64 10 83. 88
Mel+Em8 12 9 75 6 50. 00
Me2+Eml 9 5 56 6 50. 00
Me2+Em5 11 8 73 4 33.33
Me2+Eml0 11 9 82 10 83. 88
Me3+Em2 10 6 60 5 50. 00
Me3+Em?7 13 10 77 10 83.88
Me4+Eml 11 7 64 9 75. 00
Me4+Em7 8 5 63 8 66. 67
Me5+Eml 11 8 73 9 75. 00
Me5+Em6 13 9 69 11 91. 67
Me5+Em8 17 15 88 10 83. 88
Me5+Em9 15 9 60 11 91. 67
Me5+Eml0 12 8 67 9 75. 00
Me6+Em9 6 6 100 11 91. 67
Me7+Em5 10 6 60 11 91. 67
Me7+Eml0 11 9 82 7 58. 33
Mel0+Em2 10 7 70 8 66. 67
Mel0+Em3 12 10 83 11 91. 67
Mel0+Eml10 14 11 79 11 91. 67
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B :M,DL 1 500 Marker;1~12 W3 1,
Note:M,DL 1 500 Marker;1—12 are the same as table 1.
B2 Me7+Emlo 3 12 TR FBHI PCR § 18 E &
Fig. 2 PCR amplified pattern of 12 mango germplasms with primers Me7+Em10
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B3 12 MERm#(FR)H UPGMA R2E
Fig. 3 UPGMA dendrogram among 12 mango cultivars or lines
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070 B 4 RS RIS 578 R RV ST K M 2 1 L 32

FTEF ERA FRHRIL B ES REH, T K

G Bk R B2 7 ST EZEYEES R SFMEMLRE, IR F5 266109

o OE AR RN LA XM, #TT A RARGE L2 R AR, £
st ph E# 47T Na hhit T 348K £ 2 38 AR 60 M T , AR ST R Bl A A 250 64 b4k, 4% 3T
AR BARERAR AT EREE RO TR, SREAR . RAMELFHIEETIZRA T W
A EAKBATHNGBRILERRE, R38R F AR REHAE MS+6-BA 2.0 mg/L+
IBA 0.1 mg/L-+GA; 0.5 mg/L; %3 MS+6-BA 2.0 mg/L+IBA 0.3 mg/L-+GA, 0.1 mg/L; ) £
MS—+6-BA 2.0 mg/L+IBA 0.1 mg/L+ GA; 0.5 mg/L; b 32 MS+6-BA 1.0 mg/L -+ IBA
0.3 mg/L+GA; 0.5 mg/L, %4 #FL5X 8 3047 R B sk B NaCl pria & 2269 45 R &9, RE 4L 3
FIRHON BB A) AN BL, 25 L B AR AL TR b B K 0 T P RO R A F M 54T BT,
4 Fp B P 42 B AL BACEE (SOD) | it § AL B (POD) | it £ AL S8 (CAT ) Fo 5 B2 (Pro) £& NaCl 422
HREBAKA 3 2IL_ A B A AL E P T AT 42, MDA BN 2 a6 R 5.
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SRAP Analysis of 12 Mango Germplasm Genetic Relationships

ZHAO Ying, HUANG Guodi,FU Haitian,MO Yonglong,LI Riwang,ZHOU Jun’an,ZHANG Yu,TANG Yujuan
(Guangxi Institute of Subtropical Crops,Nangning,Guangxi 530001)

Abstract: Taking 12 mango germplasms as metarials, SRAP marker was used to analyze genetic diversities. The results

showed that 22 primers selected from 36 SRAP-primer were used for amplification and 251 DNA bands were obtained,

including 181 polymorphic bands. Each primer amplified 15. 08 polymorphic bands. The percent of polymorphic was
72.11%. Based on UPGMA analysis,all samples showed higher similarities and teir coefficients from 0. 77 to 0. 89. If the

coefficient 0. 78 was regarded as divided line of their genetic relationship, 12 materials could be clustered into 3 groups by

SRAP. The study indicated that the genetic relationship of mango cultivars or lines could be better assessed by SRAP

which could be used in mango germplasms identification.

Keywords : mango; SRAP; genetic relationship
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