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Abstract;: Using twenty materials in ornamental kale (Brassica oleracea L. var. acephala DC.) as material, using

microspore culture, influence factors of embryogenesis, plant regeneration and the subculture of multiple shoots were

studied systematically. The results showed that the genotype was one of the most important factors to embryogenesis.

Fifteen genotypes produced embryos with a seventy-five percent induction ratio. The optimal sucrose concentration was

also associated with genotypes. In different genotypes,the best ratio of 6-BA and NAA was 1 ¢ 1 or 2 : 1. Compared with

B; medium, MS was better in plant regeneration. The best subculture duration shoots was 15 days with an average

propagation coefficient of 10. 3.

Keywords : Brassica oleracea L. var. acephala DC. ;microspore;embryogenesis;plant regeneration; propagation
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FEREBERAR BRI E S, AR 1,

L2 Rk

1.2.1 DNA BT RBBR M CTAB #42H
DNA, HX 200 mg Hfef T¥ %t i F 1.5 mL B0
o BT » IR R AT B Bk R L A 1 000 L Tl

SEFRYR  FEATIR AT B A B BRI 1000 pL i ih 3
W QN R B AL TR 3 WK, K BRAELE T 40 T Fp o RN
LIS WA 4 U

1.2.2 DNA #MEEERVE BRI FEZEKME Bxt
HELEL 1 pL DNA JFW T 250 606 BE 1 Bl
260,280 nm [ 6{E & DNA ¥ ¥4 S Bk i DNA
i PSR K B R VR BE A 50 ng/ L #5 FH .

*1 il
Table 1 Grape cultivars used in this study
e PN N f&{k AR IR SRR e A N k& Hh AR IR RELH®

No. Name N ploidy Full source Fruit uses No. Name N ploidy Full source Fruit uses
1 Je AR Bk 3 2Rl 32y 39 Pz e ik BRI F 35y
2 B &IR AR Wk 3% e Fh B 40 B e 3R A —fEk BRI A L5y
3 G A Wi K e Fh e 41 (RSN AR BRI Ao 23y
4 EMA AR Wk 3% e Fh B 42 JRHLEF —fEk PR A L5y
5 e 173 Wi K e Fh i34 43 LLBEARIR 5T Ak BRE AR 23y
6 % AR Wk 3% e Fh B 44 [ —fEk Bk R L5y
7 B 4L AR Wk 3% e Fh B 45 BRI —fEk Bk R L5y
8 Wi 173 Wi K e Fh e 46 H Ak BRI Ao 23y
9 BEAh AR Wk 3% e Fh B 47 B —fEk Bk R L5y
10 *E AR Wk 3% e Fh B 48 %23 —fEk Bk R L5y
11 KAE 173 Wi K e Fh e 49 ERVAL AR BRE AR 23y
12 B AR Wk 3% e Fh B 50 H/X —fEk Bk R L5y
13 et <] 173 Wi K e Fh e 51 T B AR BRE AR 23y
14 FRBH 173 Wi K e Fh e 52 PN AR BRE AR 23y
15 P L A AR DR TG A B 53 i ILS —fEk PR A [1:400)
16 *BRE 15 AR Bk 3 2Rl e 54 xS AR BRI A i3]
17 BRE 173 ESA B e 55 TFERIE Ak BRI Ao [1:80)
18 RABRE 173 ESA B e 56 HEwl4 Ak BRI Ao [1:80)
19 e ZAEER Wk 3% e Fh B 57 w2 —fEk PR A [1:400)
20 P FE3E IR ZAEER DR TG A B 58 HEY —fEk PR A [1:400)
21 i 173 ESA B i34 59 HR Ak BRI Ao [1:80)
22 — R AR Wk 3% e Fh B 60 R —fEk PR A [1:400)
23 B & AR BRI B 61 XE —fEk PR A [1:400)
24 by AR BRI A 32y 62 BRIAK ik BRI A i3]
25 Pl kBB ZAEER DR TG A B 63 i§-472 —fEk PR A [1:400)
26 By 7 ZAEER BRI B 64 FREIR —fEk PR A [1:400)
27 RHEE 173 Wi K e Fh e 65 KBHE AR BRI Ao [1:80)
28 b AR Wk 3% e Fh B 66 5 —fEk PR A [1:400)
29 R AR Wk 3% e Fh B 67 KIELL —fEk PR A [1:400)
30 B LR BB 173 Wi K e Fh e 68 HlE = Ak BRI Ao [1:80)
31 E &S AR Bk 3 2Rl 32y 69 MAT R ik BRI A i3]
32 217 AR Bk 3 2Rl 32y 70 MLLF T AR BRI A i3]
33 SE4: 3 AR Wk 3% e Fh B 71 #=A AR PR A [1:400)
34 F3 8 173 Wi K e Fh e 72 BH TN Ak BRI Ao [1:80)
35 HEKM 173 Wi K e Fh e 73 B HE AR L AR BRI Ao [1:80)
36 WE 25 AR Wk 3% e Fh B 74 i EAw 42 AR PR A [1:400)
37 LU 173 Wi K e Fh e 75 EZ 5 AR BRI Ao [1:80)
38 BT A T AR B S 2Rl SR

1.2.3 PCR RWiERZRFMY WAEF PCR RMTE 10 me
& ZH .5 pl 2X Tag MasterMix,0. 5 pL. Forward Primer,
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0.5 pL Reverse Primer,1 pI. Template DNA,3 L. RNase-
Free Water, PCR "2 /7 i 464 49: 95°C 5min; 94°C
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EGiit.
L3 HdEatr

¥ SSR s Fhric it RN B 0-1 $dE, FIH
DPS v3. 01 R FIkRT 0-1 HIERE ST BEHH
AR ] a8 % R S R 2 1) A S R BUEL R
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Tuble 2 Amplified results of 75 grape cultivars with 19 SSR primers
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Fig. 1 Dendrogram of grape cultivars based on SSR data
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I RBVH 3 A BRI FP R 5 55— 20K 31 4y BRI Fp A
B CHA O 3 et B, 22 3 SR TR A %) A1 3 1Bk 3
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2.3 52 oy Er % o s R AR U B R A b

Xof e A R 3k 52 1 A R AR A T BRI AT, IR 2
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Fig. 2 Dendrogram of 52 table grape cultivars based on SSR data
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Fig. 3 Dendrogram of 23 wine grape cultivars based on SSR data
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Identification of SSR in 75 Cultivated Grape Varieties

LI Xueyan, LIANG Haiyong,XIAN Lijie, YANG Minsheng
(Key Lab of Genetic Resources of Forest and Forest Protection of Hebei Province, Hebei Agricultural University,Baoding, Hebei 071000)

Abstract: In this experiment,75 parts of grape cultivars were selected as test materials, using SSR molecular markers to

study the establishment of a suitable grape DNA fingerprinting technology to build library system for the identification

and genetic relationship grape germplasm resources,to provide the basis for analysis. The results showed that the choice

of 19 pairs of core primers were amplified 89 polymorphic loci by DPS software,its cluster analysis,75 parts of the grape

germplasm genetic similarity coefficient 0. 028 3—0. 887 3 average genetic similarity coefficient was 0. 475 39. According

to use,initially divided into table grape and wine grape into two categories, depending on the variety and origin, divided

into the European and American hybrids, American hybrids and Eurasian species.

Keywords : grape; simple sequence repeat makers;cluster analysis
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