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Note: A: Symptoms in the field; B-C:Colony characteristics of C. orbiculare on PDA at 25°C after 5 days (B:Front;C:Reverse) ; D: Conidia (X 400) ; E-F:

Symptom of inoculated fruit after 6 days(E: Treatment ; F:Control).

Bl #EAxERERRFREAES

Fig. 1 Disease symptoms and morphology of pathogen causing anthracnose of muskmelon
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Fig.2 Phylogenetic tree based on glyceraldehyde-3-phosphate
dehydrogenase gene of Colletotrichum orbiculare and
other related fungi
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Identification of the Pathogen Causing Anthraconose of Melon (Cucumis melo L.)

HUANG Ting' ,GONG Ling-ling® ,JJANG Jun-xi' , WANG Yuan-xiu®
(1. School of Agricultural Sciences,Jiangxi Agricultural University, Nanchang, Jiangxi 330045; 2, Agricultural Bureau of Guixi County,Guixi,

Jiangxi 3354003 3. College of Biology Science and Engineering,Jiangxi Agricultural University, Nanchang,Jiangxi 330045)

Abstract; Taking the disease melon of anthracnose from Jiaogiao town in Nanchang for test material, the pathogen was

identified by the study of morphology, pathogenicity,cultural feature and the sequence of GPDH. The results showed that
the sequence of GPDH of isolate NCBI showed a sequence identity of 100% with C. orbiculare published in GenBank.

The vaccination symptoms was similar to the filed symptoms,so the fungus was identified as C. orbiculare.

Keywords : melon(Cucumis melo L. ) janthrancose;identification; Colletorichum orbiculare

MBI EHTHEEF G

LR BUNEOD R EZ LI RO EARE A . HE U™ B TRk A P R R B T 4 UL 22 A T
55 2.3 A AOFEIREE A, [0 T kR, kA SN JEME RN . SRR R T R E AR TR A I BRZE AR L SRR BT T
R, I S ZE R . 1SR LONE 2~3 NHiH. BUVEO HUR BB, X AR 2 4 A SR IR A,

BLAMLABTIA .

2. AR BUNEL O AR R B AU T X, 0T AL DT 1 AR R AR 3~4 X, LA RE) TR T B A Hh 4 A
KA 4 A BAITIRMEE. 55 1.2 0G.6.7 A6 4R EZ N ENMAIBAE,E 3 AURR EEEBBIFUR L B o0

HE.

3. BRI :— R AR UL PO W0 R e A E A R B AR . R BYFR U T 1~2 A
M2, S BYBR G E DU, R P ACER I KA . = RMEARZS A 5 A _EATTah AR50 B » 22438 2 A 4
BEESE TR GARIGIN 7 B AT 5096 A MEARFLI 1 000 A5, SRR AAFLA 500 F5I. 4026 K BB AR 1 500 53K

2026 7% KB g 2 000 5K .

134

Gk B+ ERLEHEAR)

PDF SCH# ] "pdfFactory Pro™ X RAG)E www. Fineprint.cn


http://www.fineprint.cn

