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Research Progress on Lignocellulose Degradation Enzyme System of Fungi

WANG Xiao-¢"? , YAO Fang-jie'
(1. Engineering Research Center of the Chinese Ministry of Education for Edible and Medicinal Fungi, Jilin Agricultural University,

Changchun, Jilin 130118;2. College of Food Engineering,Jilin Teacher ’s Institute of Engineering and Technology ,Changchun, Jilin 130052)

Abstract: Macrofungi is the main source of degrading lignocellulose in nature. Degradation enzyme system component,

genetic engineering and genomics of lignocellulose degradation enzymes were summarized in this paper, to providing

reference to degrading lignocellulose for macrofungi.

Keywords : fungi ; lignocellulose ; degradation enzyme; genome
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