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Abstract: Ophiocordyceps sinensis, an entomogenous fungus parasitic in the larvae of ghost moths (Lepidoptera) , has

always been used as one of the most valued Traditional Chinese Medicines from Tibetan Plateau. Identification of

Ophiocordyceps sinensis genetic germplasm is the basis of scientific research and resource development. Therefore, the

biosystematic advances of O. sinensis including denomination, classification, anamorph, genetic diversity and geographical

differentiation were introduced,aiming to provide the theoretical references to biological researches and sustainable use of

this precious mushroom.
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Research Advances on Secretion Systems in Acidovorax citrulli

AN Xin"? ,WANG Tielin? , YANG Yu-wen® , TANG Shuang-shuang' , LIU Zhi-heng' ,ZHAO Ting-chang’
(1. Plant Protenction Institute, Shenyang Agricultural University, Shenyang, Liaoning 110161;2. Plant Protection Institute, Chinese Academy

of Agricultural Science, Beijing 100193)

Abstract: Most plant pathogenic bacteria are Gram-negative. Bacterial secretion systems are closely associated with

pathogenicity,and these researches have revealed the pathogenesis of plant pathogenic bacteria. The several secreted-

related genes of Acidovorax citrulli (A.c.) in terms of bacterial secretion systems and relationships between T2SS and

T3SS and the pathogenesis of A. c were introduced in this paper. It”s meaningful to find some theoretical evidences for

further research of exploring pathogenic mechanism.

Key words : Acidovorax citrulli ; T2SS; T3SS;function gene;pathogenicity
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