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Development Problems and Countermeasure Research of
Black-Fungus Industry in Wangqing County
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Abstract: It was very important that black-fungus industry in speeding up the agricultural industrialization, promoting the
farmers’ income and the rural rich,and developing agriculture. For the rural population accounts for the vast majority of
agricultural county was very important too. However,in Wangqing county,there were some limitations such as weakness
of strains,market chaos,the lack of funds and technology,the white pollution to the environment and other factors which
became the bottleneck for the further development of black-fungus industry. This paper based on Wangging county’s
black-fungus industry development present situation and problem analysis,put forward some countermeasures for black-
fungus industry healthy and orderly development in Wangging county,the government should be in policies and funding
to support them,unified regulatory measures to cultivate leading enterprises,such as improving enterprise comprehensive
strength and so on.
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Study Advance on Biosynthesis Pathway and Biotechnology of Baicalin

LEI Wei' ,SHUI Xiao-rong® , HU Kan®
(1. Laboratory of Cardiovascular Diseases, Guangdong Medical College, Zhanjiang, Guangdong 524001; 2. Laboratory of Vascular Surgery,
Guangdong Medical College, Zhanjiang, Guangdong 524001; 3. Seed Management Station, Guangdong Province Department of Agriculture,
Guangzhou, Guangdong 510500)

Abstract; Baicalin is the main active ingredient belonging to flavonoids from the traditional Chinese medicine Scutellaria
sp. » which possesses high medicinal value. In recent years, with the development of plant secondary metabolic
engineering, there were some important advances about the studies on the baicalin biotechnology. In this paper, the key
enzymes involved in the biosynthesis pathway of baicalin, the last progress of metabolic regulation and genetic
modification based on gene engineering and biochemical techniques were reviewed,aiming to provide theoretical references
for germplasm innovation and molecular breeding of high-quality resource of baicalin.

Keywords: Scutellaria sp. ;baicalin; biosynthesis; biotechnology ;key enzyme
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