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HRERA SSR L R 73 HMES SR

BoxE, EREL. MR B, KB R, P

(L HgBRE FIRSIRETR A2 B Bl 58 AST 83004652, FslA# AP SH AR Bl 58 AT 830046)

O OE. 3 ASIASRFBM?” 4 )f R F2“Y8” A X A, st BCE R A B 449 3 A~ DNA X 3%
AT SSR A% 5 849 5 A AR AT it — F il it B AR BRI B ke TSR A B 41 SSR 45 5w %
A, A F B THINA F P SSR 45 569 5 AR S A0, f AR L C AR
HEFRBELE, REEAN HRARATFHELIKbHKA—ANASSREL, T4 AFRTH
THEARBBAGRERZZTELCRCHELARFGRER, XAAANAFRG C.CHROELL
Fi = Z WBAELL A SSREEE LA K $4083.3%), 5. SAATHLAFH SSR 42,55
HEYA6.7%), = =W . E.NEHFRELLS SSR 4.5 FH K EKKRA 21,15,14,16,
20 bp, #&it#) 82 2 SSR 514 81 T F 3k Ty, S A WA T EH A 48. 1%, KB E A, HAE
B 48 SSR oA B A —ZHAE, IF BT 2l A A SSR o F 470 I B A8 £ BF K ; X E F i 2+ 245 3k
F B SSR #= ISSR & F Azt a £ AF A L Z T 2k A s flk 35,

RERIR TN FE R 4H s SSR; 4045 s 25
hE 5SS 652

SSR 4#kH Simple sequence repeat(s)™, 13 4 Fik
RfRi L E B ¥ 5, LR K E & JF 51 (Short Tandem
Repeat, STROX , 1 FR1 BE JF 51 (microsatellite) ™ , 244
PLI~6 M HEMRNEZLTTHARNEZKBERERR
DNA J751], JF 5 @K —7E 100 MEFELIN ., SSR Tz
AT B 2 s Y LT B B A ™ . SSR
HASGT L mE AERER, 28N BRER R, &
FEREEEMRATT . SSR 4 Fhric AR LT S5
B0z N st AE S AR R R E AL A F A
BB FhFAiELE R TER e SR RS .
JU R D P B VAR & e IR Z Wl iy 2 B 4
FE 5 AT AT #3848 , SR AR SC 34 AT LA L AR 28 2 L 7E
H X3 S 483535 315 A0 SSR 4> Fhric. L& ,SSR
A FRRIC AL 5 R R 7 T b L 8t 15 B3 B M L 4 T
ICHH B BRI R R SRA 1 B BRI Bk &
FIFE SR TR B R Bk .

A RERNAFYI W] S 1Y F ikt SSR 43F

FE—EHEEN :HHXEA83), B . L AL ENFHM S T A
My B % A, E-mail : gxw516@163. com.
FEEE:FRAUD, 5 A, 5488, LA F0F, R ERFR
WA AENRE ST AW FH R LA, Email: guanli@xju. edu. cn.
ESTR 8 aRARALE T8 A B (201111120); B R A RA+%
A4 B A (31260258) ,
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SCERFRINAG A XEHHE:1001—0009(2014)15—0093—05

FRIC BT BAE R 277 A X A 4 2K 7% 78 T X AR 2
AT SSR i s, FETEREFE AT ARE A SSR (L s B3t
T A A BB R A 2535 DT 1R 280 oL e b L v 2
. XEETE BT FE A SSR SR A R H %
ST —E . Hik, JT RN 4 SSR {55
A R R 2 SRR T T A — B B

G — M EERRERETHEY R i AT E A
TS R THEEEROETHENZ—. BEMK
A3 DR ZEL U P 1 S8 A 5 0 S AR P X — AR )
BB TSR A WO D, 2 A7 #H L A £ A SSR {2
R AT SR B FTHR R BT SSR AR f) ik
PR, S T LA, [F B W SSR ARiC iy
TFERMARR—ESH

H A & DA S HH IR P 46 SSR A 43 4341 FLAR J7
T ) 4538, HE YA P A SR HGE UL TR A =
R0 SERUY R AT R 5 o X IO PN 4
DNA #853X 38 SSR i s 19 73 A5 #E 47 e 3 20 #r» it — 25
R IR U0 FH LN 41 SSR A s Y 2 254, L) 2
BN RIE N AP SSR s B0 A LA B He 2 254,
FRBHEYIFIT R SSR AT RS , [ I Xof
JF & ISSR MRS BA — s e .

1 #BEFE*
L1 stk
FIF SSR iz . 3 AL B 5 RO ik I3 [N 2 28 T
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#% 5 FH I3 N 243 3038 E (https://melonomics. net/) , [l
PLEECE 3 45 4e i 44 (chr03, chr06., chrl10) 343 HI| A 3%
3 ek RENLERIR 970. 2 kb ) DNA J¥ 5 F F 5%
3T B 3 X R IKIE A A X B XFI C X,
FF SSR fii i Z & Hr 8y 3 A FK & Fp
“BM7” A I R Y8, H 4l i ok 4R B I AR
TR AT ST H O 0
L2 Rk
1.2.1 SSR{VEASFFESH KA SSRHunter 1. 379
WA AJB.C X H SSR 5, SR B WM E R
HEEMZHERBEAREZ R 6, EERKER LN 3. RH
Excel FIAH I o6 $OM A2 B 45 SR #4758 11 504, R I E
BRI BRKEARNT 12 WEEEFIEATRIS.
1.2.2 SSRYCEZHBMST RAMKEA CTAB %0
MR HE NG Hr R B P 240 DNA; I Primer 5 %
11 82 XF SSR 514, 5| P FEAL AR R FE AR I 0B 5
PL“BM7” O I Y8” () 3 I 41 DNA FE A AR , 2R
FAE AL PCR J7 i #4741 , 5 DR Tk i B S b, ik sl 3™
W= 2D,
2 BR5HW
2.1 SSR i g4 A eAiE
A 1A 1 AT, 3 XAt & 3 1 483 4~ SSR
7, A IX.(970 192 bp)4F 1. 3 kb BtH —4 SSR i1 &, B

[X.(970 230 bp)4F 4 kb H—4 SSR {7 £4,C [X.(970 257 bp)
4 1.8 kb FiAA — SSR £ &, A X SSR i & fT o Ll
Heim (48.1%0),B X SSR 3 g5 BF oy L il B i (16. 4%6) , C
[X. SSR i A5 A ol LU B4 38 F A [X.(35.5%), Z5HRFEH
SSR v & B4 A B BA K2R, WA XFIC X
SSR A EAAAT EH, . = . UEHFREERLFHN
SSR o7 i i s K 280 (83. 3%) , B ANBEH MR E S FF 1)
SSR i S 43 A8 A (16. 7%) . BAKKFE, FH4E 1.9 kb
A —A SSR i (2 910 679 bp); . =B HMREL &
JPHY SSR i BB ERZ (5l i 27.7%6.28. 7%0) , S
FREE B P SSR 7 s B (5. 5%0) .

B . EH Dinucleotide

VU HTER T Tetranucleotide

[ 7S#Z R #E 4 Hexanucleotide
250

ZHHIRES Trincleotide
B nAZ YT ES Pentanucleotide

553
(=3
(=]

2 o EN _,
2 ENE =

(=]

C

>

B
X158 Region
1 FRERXIE SSR L REE S I
Fig. 1 Quantitative distribution characteristic of

SSR loci in different region of melon genome

x1 SSR L R ARREBRES EFHES HHE
Table 1 Quantitative distribution characteristic of SSR loci with different repeat motifs in different region of melon genome A~
HHHE)F A Repeat type
X35 K &1
ARRA — =pm MR A R AR At
Region and length Total
Dinucleotide Trinucleotide Tetranucleotide Pentanucleotide Hexanucleotide
A [X/970 192 bp 205 187 188 94 40 714
B [X/970 230 bp 37 71 98 24 13 243
C X /970 257 bp 169 168 112 49 28 526
41t Total 411 426 398 167 81 1483
2.2 SSR LRI T R 5 LT A 4 BURHE
P 1 BT, = = DR T SR 0 SSR i 4 120 GATTA
N 100 | =y
AR LH., I, X SSR (s = = I HRESR BICAACTG/GT

FFH TR BEFTR I 0. IR B P 5 AME
HIEIR AL AR, — R PR S 7 H SSR Lk 7T 73
H 328 AT/TA ,AG/GA/CT/TC.CA/AC/TG/GT, ¥
AT /TA ERP G R, HE A X BXHC
X AR 2); =0 B AR HRE R 72K
R RZAE, HEMBRHEREFH AT B b Lo fil i
= WX RSP B LR B R . BT A 2
PR ES AT KRR TES C MG RIR, &
ARIUAETH C.CHRMERRET.
2.3 SSR s ORI H PR B 2 7 A B A A i
RABHRER T SSR M EFEKE FHE—E

94

SSRAv %i%4H
No. of SSR/A™

[X13 Region

2 SSRMBmAPAR_—HRERESERF XBH S HRIE
Fig. 2 Distribution characteristics of different types of

dinucleotide repeat motifs of SSR

AR mE A, =N A ANEHFREEEFK
SSR i s ) BEAR AL TE AR IR Oy 12~74.12~78,12~
36,15~30,18~36 bp, .= .. L. SNEHRELE LT
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SSR i R BEARYCH 21,15,14,16.20 bp, Z5RFE
B, — =B HIRE Z )T Y SSR LA K AR R AECh

B, 10\ ARHREREF SSR s KK EZ R
N ARFRIGHBREE R SSR M K EEFB/N.,

x2 SSR fiI A P AR ZHE B ES EF 1K E S HFHE

Table 2

Length distribution characteristics of SSR with different repeat motifs

%3 Dinucleotide ZAF B Trinucleotide
X w4k wE K HH  EE Bk HAH

DU ER Tetranucleotide
W Bk HAE HE Bk EF A ) 3 o) S

FAZFFER Pentanucleotide ANEAH B Hexanucleotide

Region Percentage Density Mean length Percentage Density Mean length Percentage Density Mean length Percentage Density Mean length Percentage Density Mean length

/% /kbeAT1 /bp /% /kbeAT1 /bp /% /kbeAT1 o /bp /% /kbeAT1 /b /% /kbe A1 /bp
AKX 287 4.7 20 26. 2 5.2 15 26.3 5.2 14 13.2 10.3 17 5.6 24.3 22
BX  15.2 26.0 24 29.2 13.7 14 40.3 9.9 13 9.9 40.4 15 5.4 74.6 19
CX 321 5.7 20 3L.9 5.8 16 21.4 8.7 14 9.3 19.8 17 5.3 34.7 19

2.4 SSR & LM

e A XH5)HL 82 4~ SSR i 5 . FEE i 15 11 82
514,81 Xt 5| H1 ] LR Eh P 3 = 4. Ho, 21 X
SSR B Y7ERE K 3 4> 5 Rl (CBM7”  “Ai I #1“Y8”)
WIS 2 —3L A R 28 CnE 3 1 /# 3G57);
15 Xt SSR 5| H7EX 3 AFH I S Ff o 9 U 58 AN R (Can
FEl 3 Hif% 3G67) ;6 Xt SSR B4 RFE“BM7” R A £
5,8 XF SSR 514 RAE“ M H R h 225 (A 3

fy 3G64) ,31 XF SSR 5| REE“YS"H R A Z A& CUnE
3 K 3G53) . Z5FRFR M, “BMT”HI MG 2 AR
R Y8 B A RE .. ZEREX 3 AHINGFE
PEEA —EBE R, “BM7” A I I # J8 T R B I,
“Y8”JE T EIC, B F 2 DA, R4 R
i —FRAET SSR - FHric vl A S TRt £

3G49 3G50 3G51 3G523G533G55 3G56 3G57 3G583G59 3G60 3G61 3G62 3G63 3G64 3G65 3G66 3G67 3G68

500 bp
400 bp

300 bp

200 bp

150 bp

B3 RAKEBREKBEXEN SSR3IWESTHE
B :3G49~3G68: 5| ¥4 5 51 ~3 AR DNA MK R “BM7” “UIG SR F1“Y8”, M & marker,
Fig. 3 Polyacrylamide gel electrophoresis results of SSR polymorphism
Note: 3G49~3G68 : Primer number;1~3:DNA template of melon line ‘BM7”, Jiashi’ and ‘Y8’. M is marker.

3 g

3 o o TEE R 20 3 S IX 4 SSR 4375 45 40E 1 43
WAL Ea AR T MESEF SRR LT T
B EH CHGMESRETFHIR, X SHM AR A
G SEROU R AN R R S R A
MREAERMETH C.CHRNEZEF . SIAMR L
AT rAEYH C/G EE BIT SSR i & & &/ F
By Z R SRR S RS . K
R — = UZHFRELE LT SSR & 4 KL

$(83.30) , LA H PR E I JF 1) SSR i s 7 17 88
D (16.790), 5 ERF RIBE ITLERHF N HHR
A BF Y SSR 7 sk i 88. 6%, KIS AEFER
RH— HBRESILFH SSR A & 91. 67% , f LAl
LAF A A F R R R S PR R SSR A s 21
BA—EZHE. St Z NP5 1.9 kb
A — SSR i, MR PR 3. 22 kb 7778 1AM,
“HEAFE—EER. ESSREEEFHF.AMTHE
BmT CHGEEEREFNSEUHERTKESR
P X SRR RN B T AL EAZ SRR KA 4 P A
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TiH—LEIE; 2 FAMEENESFTREH TAFRY
T B R R B0

TR P A 38 4 X 38347 T SSR iz
FATARHE R 5307, R T R R 45 R A AT A5 B, AR b
PLEE T #H R R4 B 3 A XM BEfr L.
SSR i s A3 A R AR S AT 45 SRR E » A XA C X401
FRIEE AL, B XA 22 3K, X R B SSR v/ g 7E i
JREHEA FammERA Z5  ZHIX 5310 FEE
AlRES A XA C KA, D HIX 5 B XKAHEL. M SSR
MRS MERKRE BA 2~6 G HREEEF
) SSR 51 ¥RM B 2 5. i FAFZEAM SSR 5]
YHEAR, ARG TR B2 H B
& SSR bR F R WRTIR T, IR e s = R E
HEFH SSR 514, AR % 8 A/T & BHX B &1
BEERF.BE5EG/CHERMMNBRNERRF. &
Al A SSR ARt A PR A1 O Tt v] LAk F 2 H R
HEERFH SSR 514,

W R e AN B & N A 7 5 i P Fh b 4T
SSR 43 FHRc MR TAERA — 2 R L. Flin,xt
FUFHEY, B FRERAT - B HFREEETFH
SSR S s REH, HEREFHES AT, MK
BEMEHH G.CHBMER T, K, 78 5% H &4
FFBEAT LA FsE A48t G/C AR ER ZF 5]
Y, 23 L AT /TA . AG/GA/CT/TC,CA/AC/ TG/
GT A ERFFHEIY. BT ISSR 4 FiricHARZ
TE SSR MyFLA b & F R i —Fh 4 Fhnic B AR , B I IX
WFFE AT LA ISSR 5| i s B — 2 S 5% . Rl R, 72
e ISSR 5| #yit s & A2l G/CARER
FFER T Y, L%k AT/ TA . AG/GA/CT/TC,CA/
AC/TG/GT AR EEFEFHEIY .
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Distribution and Polymorphism Characteristics of SSR Loci in Melon Genome

GAO Xing-wang' , WANG Xian-lei’ , YANG Ya-ting? ,ZHANG Zi-giang' , LU Hao? , LI Guan®
(1. College of Resources and Environmental Science, Xinjiang University, Urumgi, Xinjiang 830046 ;2. College of Life Science and Technology »
Xinjiang University, Urumqi, Xinjiang 830046)

Abstract; Taking three kinds of melon including ‘BM7’. ¢Jiashi’ and ‘Y8’ as materials, three fragments of the melon
genome sequence were randomly selected for investigation of distribution characteristics of SSR in melon genome;
polyacrylamide gel electrophoresis was used to test the polymorphism of self designed SSR primers. The results showed
that the mean distribution density of SSR was one SSR loci per 1. 9 kb. Motif rich in A and T appears much higher than
motif rich in C and G, motif comprised all by C and/or G was not found. The largest proportion of SSR loci was the
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3 ¥% & £ & & RAPD & #f

F N, K LB K EF

(R /RET AR M BB BSALTT 0B, BIETT /R EE 150029)

W OE: 96 R EARM,RA RAPD 945 ik IR T AEF R T REE S, &R
FHA N 300 K REMLE| M P Rl 23 MR AW E SR RGN M, 3 53 &0, &
B3 AH S AN, S A 64.2%, B RESM,ER 6 WAEFL X AMKRE, £k
A53E# 0.50 4, XM X 54 6 £, RAPD 2 BT T X EMNBBF I A LS ERBETIRE,

KR o3 RAPD; it fE S HEE
hE4#ES.S5731.2

632 (Coriandrum sativum) | P — —FEEFAR
BRHERSE T 9, BV IR AR, O 3T O ZEAR B K
PIZEAR BT & 47, 2 B B SRR R R . St
LR KA AZY, AR K2, B W R, iR E XUSE
%ii‘é[%iﬂo

FRERRIR A A BRI A R R . & F
Pric MR EE LR R LR ZHEERNAR T
B i SRR YRR IS5 R th RIS T L
KRR IERES  SESZR AT 7E R B 4R e A L LA 43
BTN RIS UE T, M AE 53 F /K F B R SE 8% 24
PE7E E A AMeE IR B . Lo pez 25 FI| FH AFLP 4> T 45
IR FEZHAT T 8t M XRS50, DNA 4
TFARC IR R B, o B IR 8t % 2R A T 4R
HTEZFE® . RAPD Jrik 8. R 8.2 A, v LU
LRI ES NS = N VAW i 7| )3 a4 - = L
Bt SR AI A RAPD 4 F bRic X 50 32 8t 45 SR04
BEATAIHT BB HOR GO R, UL R AP & A4 7
T RUER 5 B AR SR AL Ak

F—1EER N5 D982,k LA A, REIFAEEM
ERMBEAERE S FHFEARL T4, E-mail: eileen828 @
126. com.

FEEEE KT HA63) . B, AL, AR AEZRNERXFTAH
%8 5% T4, E-mail:chiilli@126. com.

s HHA:2014—02—10

NXEFRINAG A SCE4E:1001—0009(2014)15—0097 —04

1 #REFE
L1 E5ephel

P 20092010 4E7E MG IR T AR ML B 27 Bt 1o 46 L
FRAE R 96 03 56 32 i 56 b1 RE, B4 ) 44 B Bk TR 1 DL
*#1,

HE3K 4% %% : PCR {X (Eppendorf 22 &), & O Hl
(Eppendorf /A F] Centrifuge 5804R) , % 4M 366 E +H(H
AL HAF UV-2550), KX (Jb A —) DYY-11
D B R W R g (AL S AL R A R A A
ChampGel 6000) , 7K #3455 » BB AIK IR vK#E , Eppendorf &%
BEAZ5 5. INTP g 5 RFHEF TRARA A,
Buffer(10 X PCR Buffer) , Tag DNA X & Bl H 1L 505
H B BA Y AR FH PR 37 4% A 7] ; RNaseA,DNA Marker
DL 2000 W B A Y~ 6 LG Y B Fig A T
CTAB,.EDTA , Tris \HCI.NaCl ,PVP. 35 3£ 2. . oK 2
B AT S SRS 1 I 7 A Al
L2 Rk
L.2.1 F:PHZH DNA R38R CTAB R HE 3
& DNA,

L2.2 3Bk M 300 Z&FEHLT |4 et 225
PRGN 3 IRER .

1.2.3 FEP4 DNA My ik kR R .
BAAFH 20 WL, 4R DNA ¥ 1.0 ng/pL, ANTP ¥

dinucleotide , trinucleotide and tetranucleotide repeat motifs,and the total ratio was 83. 3%. The proportion of pentanucle-

otide and hexanucleotide was low,with the ratio of 16. 7%. The average lengths of dinucleotide to hexanucleotide repeat

motifs were 21,15,14,16,20 bp respectively. The PCR products can be amplified by 81 of total 82 designed self designed

SSR primers successfully,and the maximal polymorphism was 48. 1%. The results showed that the distribution of SSR in

melon genome was relative stable,and it is helpful for future work in SSR and ISSR.

Key words: melon; genome ; SSR ; distribution ; polymorphism
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