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Table 1 Comparison of the concentrations and purities of

Synechococcus sp. PCC 7002 genomic DNA extracted by different methods

Hik ODz60 ODzso 4 (ODggo/OD2go)  DNA ¥ J¥/pg « L1
FE 0. 065 0. 041 1.59 161. 4
CTAB ¥ 0.007 0. 003 2.30 17.5
PVP¥  0.144 0.081 1.78 361.0
AXRE 0,169 0. 156 1.08 423.4
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130155 2: CTAB %5 3: PVP ;4. A 8B Mo A4 F &
(1 kb DNA Ladder) ,

Fig.1 Agarose gel electrophoresis of Synechococcus sp.

PCC 7002 genomic DNA extracted by different methods

Note: 1: High-salt method;2: CTAB method; 3: PVP method;4: Quartz
sand method;M:1 kb DNA Ladder.

500 bp

2 rbcL 31433 74 WO TR A A ek R R K
1.7 #h1% 5 2: CTAB 1%;3: PVP ik 4. A HAE; Mo Ar 4> F &/
(Trans 2k DNA Marker) ,
Fig. 2 PCR amplification of 7bcL promoter based on
Synechococcus sp. PCC 7002 genomic DNAs
Note: 1: High-salt method;2: CTAB method; 3: PVP method; 4 : Quartz
sand method; M Trans 2k DNA Marker.
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Comparison of Different Methods for Extracting Genomic DNA of
Synechococcus sp. PCC 7002
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Abstract: Taking Synechococcus sp. PCC 7002 as material ,four methods of high-salt method,CTAB method, PVP method
and quartz sand method were used to extract the genomic DNA of it,and the concentration and purity of DNA were
detected by nucleic acid analyzer,agarose condensate gel electrophoresis and PCR amplification were analyzed. The results
showed that the four methods were able to extract genomic DNA from Synechococcus sp. PCC 7002 ,the DNA which was
extracted by PVP method had the highest purity,containing less protein and RNA, the high-salt method and the quartz
sand method followed, the CTAB method had the lowest purity. The DNA which was extracted by the quartz sand
method had the highest concentration,the PVP method followed, then the high-salt method,the CTAB method had the
minimum concentration. The genomic DNA which was extracted by four kinds of method could amplify the ideal band.
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