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Fig.1 Nested-PCR amplification of Convolvulus arvensis

cluster phytoplasma’s 16S rDNA

Note: M:DL 2 000 marker; 1: Double distilled water; 2: Healthy Con-
wvolvulus arvensis as negative control; 3,4, 5: collected Convolvulus arvensis
cluster phytoplasma’s plants TXH-3, TXH-4, TXH-5; 6 Lactuca sativa

yellows phytoplasmas as positive control.
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Fig. 2

Phylogenetic tree based on 16S rRNA gene of Conwolvulus arvensis cluste and related phytoplasmas constructed with

the Neighbour-Joining method by MEGA 5. 0
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Molecular Identification of Phytoplasma Strain Associated with
Convolvulus arvensis Cluster Disease in Xinjiang

SHI Bao-ping, LI Cheng-liang,DU Ye-juan, XIANG Ben-chun
(Key Laboratory for the Prevention and Control of Qasis Crop Disease,Shihezi University, Shihezi, Xinjiang 832000)

Abstract:In order to identify the taxonomic status of phytoplasma of Convolvulus arvensis cluster disease in Xinjiang,
using phytoplasma universal primers P1/P7 and R16F2n/R16R2 for 16S rRNA gene to detect phytoplasma in
Convolvulus arvensis showing symptoms of cluster disease in Xinjiang Shihezi area. The target fragment was amplified
from the total DNA by nested-PCR, then it was cloned and sequenced. The results showed that the 16S rRNA gene of
Convolvulus arvensis cluster phytoplasma consists of 1 229 bp (Genbank No. :KC414725),it clustered together with the
members of phytoplasma Peanut witches’broom (16SrIl) group,and shared a high similarity(98%)with the phytoplasma
EBB-A (Eggplant big bud) belongs to 16Srll. So it was confirmed that the phytoplasma strain Convulus arvensis cluster
disease was the member of phytoplasma 16Srll group.

Key words: Convolvulus arvensis ;cluster disease; phytoplasma;molecular identification
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