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WEABFTIAE ZMHIZEET EN SRAP 9 FEE

N TR, B HE, X B R, X & M, T K

T RERLPEBE LTI ) AR BT AR R S FIRE A LR ZE AR T M 510640

B E ARG TKRGERAFRLEE R RRGEIPERT P8 2 A ft A XM,
A SRAP 2 FARCE AR AT LA S HM, 2 REA N 64 3331 2 b F I ik h 3| b
me6/g38, R AL 5 S, TAES FAF LRSS 6 A4 KXMF. NISYS-pc R £ 5 47
(UPGMA)## 7 SRAP 5-F B #,“ T KB AR R B L0 T 2R RALHE % 5 Rk 3 AN F
REFATRA-RL2AWERRARA— %, KW SRAP TR T8 AR TREL L &4

S HMSHT,
KR XYL ; SRAP; Fr 8Ll i
FESHES:S681.3

X 5L (Celosia cristata L.) J& 0B 46 )& (Celosia)
1 a ERAMEY), AR WHE N E, £ EZ W EHIE
IS B AR B VI E T AEA Rt AR E A 2y
FAFE RN ESY . G 5EAE U B N e E B A
B D 58 R SR A T LAE B B A B S 3RS 1 IX 5 B 2 ) ¢
WMEAL ., (B EEA LRAFFRWELN SFET,
FRITFNRLFH (15 Gt 5 P 4 B R fb AR S S, B
RUAREE AL EE N B AP E B ESIA S M, EJLEE
BHRZAFFHAE LT REES . FIA> FAcEAR
HATBAR AT A S W R R B M RCR S E
PRSI, BRER SR B AR AL B Z AT
REMEFEARZH, SRAP BRI R F I 3 £ &t
(Sequence-related amplified polymorphism) , 52— Fi 357 %l
KB Enc R %, BA S8  EE I AR E A $
SYARYSA) 5 | Y R AR T . BRI RIE R
Yt % 2R R T R S B IO 0 1% 3 B RS A s L
BARRPRIC S E " . X9 AL T AR e 48 SR g
BB EFMA N SRAP #E1Ti8E 2 HEM
FREES T AR SERGED

AR UL GRS AL b S L2 [ AR R R W
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ZRVEMBI YA A I E SRAP 4 F Fric 18 8B, 31
VIR FH I — 43 F Fn i 25 A7 3 56 78388 15 43 B 1 b i 4 8
FIT] BE , WA % B AR MR IR AR B R R .
1 #MR5RH*®
L1 sk

BEEA R SORIEILR 1, Hr, “BKXG5E” (Celosia
cristata ‘Zaoshuijiguan’ , UL F RIS H“WT™) M) 4 24
FRIE ML E P, “151-17,4359-5-27 . “359-30" R “ LK 38
daR X PEESRLEELZREENREER
RO, CENEELACENEE NI Z R IB R EE L
AIEE MRS 2 S F, BT =2 E R

iRt PR TR A ,20~30 d A EA
RS Bl 3R DNA #E7 40 FARic o4
*1 At
£ ZEa RVt

1 “ERJE A" Celosia plumose ‘Indian Red’ EEEE

2 “ERJE #” Celosia plumose “Indian Yellow’ KEEE

3 “359-5-2” Mutant line TEERER

4 “ LK M55 Celosia cristata *Zaoshuijiguan’ Hb AL G R

5 “151-1” Mutant line TEEREAR

6 “359-30” Mutant line DEERER

L2 sk

1.2.1 DNA R4RE R/ Liu 7 % B B CTAB-4
P5-57 I , BRSO R B A 4 DNA, 2% 3t DNA
FE R 2 L FEFREE 100 oL ] ddHL O JE4525 18
HGROEE B, TR H 43 BT AL B DU ODyso » ODugo
ODsgo / ODygo FIE . ODsgo / ODugo fE7E 1. 8 2245, F2 IR HX
i) DNA S By, o] T IR 8 40t 5 KT 1.9 i
A RNA,/NT 1.6 R H 2 H A B 45 2% IR 0 77
7E. DNA FIBIR BRI A 7 40T < 0. 826 MY B R B
I HEC LUK 4R H ) DNA A 7 B &, B E & DNA ik
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2 pL,Loading Buffer 1 pL, F#E&E 3 pl.

1.2.2 5|98t RTINS Y75 L
#2, EM3IYWE M5 YHEYLASIE I 64 XF5]
Yixt,

x2 ELk7]: el 2]
54 JF(5'-3) ALkl F3(5'-3)

mel TGAGTCCAAACCGGATA eml GACTGCGTACGAATTAAT
me2 TGAGTCCAAACCGGAGC em2 GACTGCGTACGAATTAGC
me3 TGAGTCCAAACCGGAAT em3 GACTGCGTACGAATTGAC
me4 TGAGTCCAAACCGGACC em4 GACTGCGTACGAATTTAC
me5 TGAGTCCAAACCGGAAG emb5 GACTGCGTACGAATTAAC
mef TGAGTCCAAACCGGTAA em6 GACTGCGTACGAATTGCA
me7 TGAGTCCAAACCGGTCC g2 TTGAACTGGCAGAAAGGGT
me8 TGAGTCCAAACCGGTGC 238 CCTCTTCTTTAGCCGTTGA

1.2.3 DNAYHHEN 7E 25 uL SRAP-PCR k&
% 2.5 mM i) dNTPs 2.5 pL,2.5 U Tag DNA B& 8,
RIS GREE A 10 mMD4% 0. 75 pL, 44 DNA 10 ng,
F ddH, O A B ik R AR 25 pl, R RF R
94°CHIAE M 5 min; 94°C 1 min,35°C 40 s,72°C 2 min,
6 MEIR, BEE I 32 MEA B HIRER SR 46°C,. &5
72°CHE# 5 min, 10°CA#FE ., PCR 72412 1% BB RS
FEL K ASEI
L2.4 fe8UEEME T SRS BER RUR R G
PRAFSG AR YR B UK 250 45 SR AT T ME, B vk B S A 1
e 1 M E . F—f A dHiE R 1, Twieh
“O” ST BUE FE . TN BT B AT B 78 4 X 43 1 S5 1
TL7E 64 X5 PR TR MBI AG L ES
YR BT s B A . s | Rt T S A7 R
FEX B A5 B B s = AR I <1780 I 41 A B
A EHTE SUEE
1.2.5 BT A NTSYSpe2. 10e 3R AR 3 it 1%
—HUE Fl UPGMAM Jr gkt 17 IR 38, 40 Hr 4% S Fh 22 [l Y
BERR,
2 HRESW
2.1 SRAP 43Tt

TE 64 X520 A me6/ 38 5 H A EHLIKK) 6
By otk BB T AN [F A DNA 938 &40 , R
T SRAP Tt i 23854, AT DO AL AT B 407K
T BT TR E D,

VEER A% T 06 , v A M 2 A A B AT AR
6 44 BH) SRAP 3 FFricd 34 i DNA R Bt X8 8UF
I 3. NE3SFTUFH, BHMEHAEELMAEMN
DNA JF51, 7] TR R 4 2 .
2.2 S FHRe RIS

R 3 i DNA 8807 5 45 R ik 1T R K 4t
(UPGMA) ., I 2 AT, ZEAE I FR £ 0. 36 47K 6 1
MR 2 3,1 A RKAEHE S HERT R, 1 XH
ERE P 2 s ZEARL R 5 0. 86 4b, “ER 4T 5“EN B i

1 514 me6/g38 Xt 6 IR RIHIH G4 R
¥ :M: Marker;a~g: S HE A .
&3 meb/g38 S| MAG R TIHELEIEWER
EEMRBE 6 I DNA 540+ 51

P KR DNA H#)¥ 1
“EDEELL”  “ENEET” “359-5-27 “WT” “151-1”7  “359-30”
me6/g38a 1 1 0 0 1 0
me6/g38b 1 0 0 0 0 0
me6/g38¢ 1 1 0 0 0 0
me6/g38d 0 0 0 1 0 0
me6/g38e 0 0 1 1 0 1
me6/ g38f 0 0 1 1 1 0
me6/g38g 0 0 0 1 1 0

BH 1 SIECRAKIG "X 1 5030 WA —22 S bk R
359 {94 B HHBE B R I “359-5-27F1“359-30" K A 1 X,
TR R B2 BRI 73— F R “151- 17X — R 5
X ERFT.

— “EpgELr”
CEpEE”
“359-30”
“wT”
«159.1 ”

.....................
0.36 0.52 0.68 0.84 1.00
Coefficient
2 MRS HEETRESTER

3 g

IR 64 X551 954 B T2 N 4140 B FFA
EF b, H A 1 ABIYRT me6/ 238 FEHLKAY 6 7 X 1E
AL A3 B T AR AT R B AT LA XS S AL R i
e B2 8M: SRAP 43FHric, AT T &b Fh s 5 A it
FE5HT . R B 45 R 4> F K RS Frde & H Y &
FEBE LA R, B B A N rESHE. [HM
R RKRE, 7= 2 DLW 51 5T H B84, B
WS MBS FREE LSRR . BTz
6 SR B 2 TR B B EhL YK ) T v BT S B 2
K D RE S WA RBER T .

6 (TR Ak B 2 SRR SRR . “ BB
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L7 BN R R E R — R R 2 AR,
AR 5 T H B MRE N g % G 5 4R 39 5 o B R TR 22 5
me6/g38 5| W & Z MR A4, 7] LUK AS [RS8 Fn
TEIE e €, 55 R AUMH T AR 47 3 X 43 HH O, [R] B, 412
HE—ERTE R RREE—E. 7EBEMHENE E
ARG A S R Xk, X—BE AT g R
S RRHE 15 R TR PR 43 B ok U5 B R BE A — B,
FHFIH SRAP 43 FFric 7] LLA BA S F— 5
FE) B3 003 o A R EL 5 o A 8 0 PRI o AT P LA PR 7 e
HEATFP TS SE
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Genetic Identification of Celosia Mutant and Select Lines Using
Sequence-related Amplified Polymorphism,SRAP

LIU Xiao-fei, LIAO Fei-xiong, LIU Xiao-rong,LIU Jin-mei, YU Bo
(Guangdong Provincial Key Laboratory of Ornamental Plant Germplasm Innovation and Utilization, Institute of Floricultural Research,

Guangdong Academy of Agricultural Sciences,Guangzhou,Guangdong 510640)

Abstract: Taking Celosia cristata ‘Zaoshuijiguan’ and its three selected lines from the mutants, two cultivars from C.
plumos ‘Indian’ as materials, the genetic diversity using Sequence- related Amplified Polymorphism (SRAP) were
studied. The results showed that one primer pairs me6/g38 from 64 primer pairs amplified stable polymorphism among
the 6 varieties with 7 amplifications. All the 6 lines tested could be identified each other by the fingerprint map constituted
using the amplifications from me6/g38. The results of Cluster analysis (UPGMA) based on this fingerprint map showed
¢ Zaoshuijiguan’ and three mutation lines, which were carried by satellite and cultured for generation,could clustered into
a group at cofficient 0. 52, while two Indian lines were clustered into a groups at cofficient 0. 84. It indicated that SRAP
would be a potential molecular marker tool in germplasm identification and genetic diversity analysis of celosia.

Key words: Celosia cristata ; SRAP;fingerprint
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