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Visualization Analysis of Hot Research Topics and Fronts of
Horticultural Science in China

SUN Hui-jun
(Library,China Agricultural University,Beijing 100193)

Abstract; Taking ten years” SCI papers of horticultural science published by researchers in China from 2003~ 2012 as
objects,with influential information visualization software CiteSpace as tool, the research strength, research topics and
fronts in horticulture were visual analyzed using scientific knowledge mapping method. The results showed that the
horticultural research in nearly 10 years were mainly in Chinese Academy of Sciences, Huazhong Agricultural University,
Chinese Academy of Agricultural Sciences,China Agricultural University, Nanjing Agricultural University and Zhejiang
University. Among them,Chinese Academy of Agricultural Sciences had the most cooperation with other organizations.
The research topics were molecular markers, genetic study, quantitative trait loci, breeding, antioxidant enzymes,
phenotypic change,gene mapping according to the analysis of keywords frequency. The measure of horticultural science
key points showed that figure-bit clone,simple sequence repeats,genetic distance, QTL mapping,amino acids were the key
nodes ,and it was a turning point from a research direction to another. By detecting mutations jargon and copolymerization
analysis, the research fronts were quantitative trait loci,antioxidant enzyme and plant regeneration.

Key words: horticultural science;research strength;hot research topics;research fronts;visualization;CiteSpace
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