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FIE R 2 B A “DH201-27 CGRE & AP it B, 2011
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Table 1 SYBR green primer of PCR
HH B 519F51(5°-37) K E2 519F51(5°-37)
Gene Name Primer sequence Gene Name Primer sequence
Gl —F GTCCTCAAGGACGGCAAGTG Gl —F ACAGAACAACGAGGCCAAGC
—R GCAGAGGAATGAGGCAATCG —R GAACGCCTGCCCTGTCTATG
& —F TTCGCAGGTCCGAAATGACT G12 —F CCCGGGATTTTCGACACATA
—R GGACGATCCTTGCCTCCTCT —R AAAGTGTGGGCCGATGAATG
G3 —F TCCAAAAGCCGGAAAAATGA Gls —F TTCGCAGATGGGACCTCAAT
—R GAAGCCCATGGTTTCTGCTG —R TCCTGGGATGATCCTGCTGT
) —F CCATCGGTCGCTACGACTTC Gl —F CGGGTTGGACCAGACTTGAG
—R CAACGTCGGGTGACTTCCTC —R ATGGTGGGCAAGGACAAATG
G —F ACTACCGGGACTTCGTGCTG Gls —F GCGAAGGAGCAGATCGAAGA
—R GGTAGTTTCTCATTTCATCGTTGC —R GAATGAGTTCGGAGGCGTTG
a6 —F GATGCGAAGCCCTAAGCAGA Gl6 —F ACTCGCACTTGAGGCAGGAG
—R TGAAGCTCAAGCCCGAGAAG —R ACTCGCACTTGAGGCAGGAG
& —F GGGACCCCGTCATTACACAA a7 —F ATAATGACCGTGCCGAGCTG
—R GGGTCATCGACCTCCATTCA —R CTCCCGGAGCAAAATGACAG
Gs —F CCCTGGTGAGCTTGATGGAG Gls —F TCAAAGCGTTTCCCAACTGC
—R CATGGACGACCACATGGAGA —R TGCTGGTTGGAACGAACCTT
® —F GATCATGGTGCGGGTTTTGT G19 —F CCATGCCTTCGTCTTTGGTC
—R ACCACCACCAAAATGGCTTG —R GGGAGGGAAGAAGGTGAGGA
Glo —F CCTGGAGGTGAACAGGAACG 18sRNA —F CGCGCTACACTGATGTATTC
—R ATGCCAAGGTCGAGTCCTGA —R GTACAAAGGGCAGGGACGTA
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Table 2 Summary of gene expression profile analysis

21 ERFIE AR RIS BRI RIS
Style Differential expression A Specific expression B Specific expression
¥ Number 971 642 582
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Fig.1 The amplification curves of 18sRNA and 19 target genes
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Fig. 2 The melting curves of target genes
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Fig. 3 The RT-PCR result of 19 target gene
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Initial Screening of Insect Resistant Gene to Leptocybe invasa Fisher& La Salle

WANG Wei' ,XU Jian-min? , LI Guang-you® , HAN Chao® , WU Shi-jun’ ,LU Zhao-hua®
(1. Guangzhou Institute of Landscaping Gardening, Guangzhou, Guangdong 510405, 2. Research Institute of Tropical Forestry, Chinese
Academy of Forestry,Guangzhou,Guangdong 510520)

Abstract: The high- sensitive strain of Fucalyptus ‘DH201-2’ (sample A) and high-resistant strain of Eucalyptus
urophylla ‘Al107’ (sample B) were chosen for transcriptome sequencing, 971 differential expression sequences were
screened through de novo assembly and differential expression analysis for sequence. 19 target genes were chosen to make
RT-PCR. The results showed that the target gene had a good specificity amplification except the target gene 16. The
average amount of expression of G1,G5,G9,G10,G18 and G19 in sample B was significant higher than in sample A. The
average amount of expression of G3,G4 and G11 in sample A was significantly higher than in sample B. There were no
significant differences of the average amount of expression among the last target gene. Target gene G1,G3,G4,G5,G9,
G10,G11,G18,G19 maybe the susceptibility gene to insect resistant gene to Leptocybe invasa Fisher& La Salle.

Key words: Leptocybe invasa Fisher&. La Sallejinsect resistant gene;transcriptome sequencing; Real-time PCR
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