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Fig. 1 The electrophoresis enzymogram of POD isozyme in castor plant cultivars
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Fig. 2 The model chart of POD isozyme in castor plant cultivars
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Table 2 The Ry value of POD isozyme in 37 castor plant cultivars
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Fig. 3 The clustering dendrogram of POD isozyme in 37 csator plant cultivars
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Study on Analysis of Genetic Relationship of 37 Main Castor Varieties by
Peroxidase Isozyme

WANG Yu-rong,LI Feng-juan, LIU Qing-dai, YANG Zhao-hui,LLI Wei, WANG Lin
(Key Laboratory of Food Nutrition and Safety, Ministry of Education,College of Food Engineering and Biotechnology, Tianjin University of
Science and Technology , Tianjin 300457)

Abstract; Taking 37 castor (Ricinus communis L. ) varieties as materials,the peroxidase isoenzymes of them were determined
using polyacrylamide gel electrophoresis technique,and genetic ralationship of 37 castor varieties were clustering analyzed. The
results showed that the electrophoretic mobilities of the isoenzymes spectra were among 0.23 ~ 0. 87. There were seven
peroxidase-active bands observed with a range from three to seven bands among different varieties. The zymograph and cluster
analysis on the isoenzyme spectra indicated that the germplasms of the 37 castor cultivated varieties could be divided into five
groups based on 0. 79 of similarity coefficient. The germplasm resources from geographic regions were clustered in the same
group firstly. The castor germplasms showed a certain regional characteristics.

Key words: Ricinus communis L. ;peroxidase isoenzyme;cluster analysis
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