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Table 1  Sampling site and branch characteristics of

59 Populus yunnanensis trees

F AT

8 gas R fi K SRR

1 QXJ022  ZFEH B AT IR BE /N, A 2 EL R
2 QXJ02l  ZHEA B ARSI SIRCFR BE K, A 2 LA
3 QXB028  ZFEAH ELERTHHUBRAR SR, A £ BBk K
4 QZD032  EMEWBE KIS SIRCFR BE K, A 2 LA
5 QXJo3l ZHMAERWALES SIRCHR BE K, A 2 LA
6 LYLOOl =& ERERMES SIRCFR BE K, A 2 LA
7 LYLOO4 ZmHAERERMES SIRCFR BE K, A 2 LA
8 QZY003 ZHIAEWBERT S SMRLA R, A BN
9 QZY00Z ZEEWMBERY S SIRLAE /N > B4R
10 QZY0l ZHEWMERKS SMRLAE R, M B4R
11 QXJol6  =RIA B AT IS SMRLAE R, M B4R
12 QXJ018 =PRI E BTSN SIRCHR BE R, A HL edm
13 QXB010 =R E AT E L SIRCHR BE R, A HL edm
14 QXJ030 ZHAEBMANES SIRCFR BE K, A 2 LA
15 QXBOO7 =P B SIRCAR BN A 2 HLBOH
16 QXJ020  ZRIAEBRTTIH AN SIRCHR BE K, A 2 LA
17 QXH025 = M4 B B i 7 Sy R, B 2 H M
18 QZY00d ZmEAMWHRBERITS SIRCHR BE K, A 2 LA
19 QXBOO5 %4 B A AR R4 IR BE/N A 2 HLBHE K
20 LYLOO2 ZMAERERMES SIRCHR BE K, A 2 LA
21 HKBOOl ZM4 T SIRCHR BE /N A HLAeam
22 QXBOO6 A R TARBTH SRR RE , A HLBEAR
23 QXBO26 ZEEA EERTTHR BT SIRCHR BE R, A HL edm
24 LBB0O1 Pl FHEEFR S Sy A BN B 2 HLAH
25 LBB002 M)l A THEEFNR S SRR R, A LR
26 LMMoO1  P9JI[A 5 EEIR SIRCFR BE K, A 2 LA
27 LMBO05 IO JI| 45 3 & B B -4 MR, MR B4R
28 LMB006  P)JI| 44 4% B B 4 IR , A 2 HLECH
29 LMBO19  PU)I| 45 4% B E 44 SIRCHR BE K, A 2 LA
30 LMBO17 PO JI| 45 36 & B BS540 SIRCAR BN A 2 HLBOH
31 LMBO15 PO JI| 45 36 & B BS540 SIRCHR BE /N A 2 HL e am
32 LMBO018  PUJI|45 4 B B 41 SIRCHR BE K, A 2 LA
33 LMBO16  PUJI|45 4 B B 4 SIRCHR BE R, A HL edm
34 LMB020 U JI|45 3 & B B {401 IR, MK &2 BLKL
35 LMLO0Z D)l EGHELRITS SMRLA BN > BN
36 LMBO09 U JI| 45 3 i B EL {431 SIRCFR BE K, A 2 LA
37 LMLOO1 D)l EeHELI] S SMRLA BN > BN
38 LMBO013  JOJI|45 3 &4 B B 4 SIRCAR BN A 2 HLBOH
39 LMBO08 U JI| 45 3 i B EL {451 SIRCFR BE K, A 2 LA
40 LMBO014  PUJI[45 4 B B 4 SIRCHR BE K, A 2 LA
41 LMBO11  UJI|45 36 1t B B M4 SIRCHR BE /N A HLAeam
42 LMBO07 U JI| 45 3 i B B 3431 SIRCHR BE /N A 2 HL e am
43 LBB021 M)A TiHEE 4R S IR B, A 2 HLBHE K
44 LBMO22 )i EAiHEEAR S s il S E A
45 LBMO23 Uil EAiHE £ AR S SR/, B £ BB R
46 LBMO24 M)A TiHEE AR S SMRLA BN > BN
47 LMBO25 O JI|45 3 & B B 4 SR, Mk & BB
48 LMB026 U JI|45 36 1t B B M4 SIRCHR BE R, A HL edm
49 LMB027  UJI|45 3 fh B B M4 SIRCHR BE R, A HL edm
50 LMB028 DI 44 4% B B4 Vigssind: AR PN
51 LMB029  PU)I| 45 4% B B4 SIRCHR BE R, A HL edm
52 LMB030  PU)I| 44 4% B B4 SIRCHR BE R, A HL edm
53 LMBO31 Ui 44 % fif B B 3 45 SIRCHR BE R, A HL edm
54 LMB032  POJI|45 3 &4 B B 41 SIRCHR BE /N A 2 HL e am
55 LMB033  JOJI|45 3 &4 B B 4 SIRCHR BE /N A 2 HL e am
56 LMB034  P)I| 44 4% B B 4 IR , A 2 HLECH
57 LME035 PUJI|#EmEEKM S 40a A BE/N, B ELCAN , 43k TR BE 4 K
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XA BRARE N T R 2 5 T & S8 i &
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HAEHTF 59 REMEH TR 3 a AT I ZE
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SRS . BT L, ZE AR ER 3, 59 BRIE A AR 0 M &R
HAMZFANREFREINEZRERIEE. 59 REHT
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*2 HBAR T RMZF cDNA-AFLP 53 #i455R
Table 2 The cDNA-AFLP results of lateral buds of Poplus yunnanensis clones

JEHE FEABL ERAWH ERWESRPPB/Y% WMEMEFE No  HREMEFEB Ne  Nei’s BFH AR E H Shannon’s {7 B 1H 4 I

=H 23 337 55.43 1. 5543 1. 1388 0. 1049 0. 1821

pugli} 36 345 56. 74 1. 5674 1. 1402 0.1048 0.1816

Sy — 341 56. 09 1. 5609 1.1395 0. 1049 0. 1819

it 59 353 58.06 1. 5806 1. 1390 0. 1061 0. 1856

ZE5 Hrl 0.1062, BB NIHREFE N FRIAZE R Hs
0.1048, 3% & 43+ 1k R B G = 0.0123, B H 3 Nm =
40. 28, PRI, ZEORBR B, TELA% A [R) J8 A =22 (8] ) Th B 38 X
FIREFN G BEFH 1. 23%, BREAAFELR TH R
Z 2R R ERNZET e R A 2 51 EZRIE 2
2 BRI FEE R AT . RFERE MR
TotE R MZEDIRE R I M Rk 2 R i R, R
T ) EB N TOHE R 2 R AL 2Z R4
HEE 43R LI A0 3 P 0 Nei s FE R 2 46 1 38 B0
Shannon’ s 18 B 4% ¥ 43 5l & 345.56.74% . 1. 5674,
1. 1402,0. 1048.0. 1816 , R 5 F == /i FYE A L% TTHE &R
2 EAERCR 337, 25 S 4 43 ¥ =55. 4304, W
v LR B =1. 5543, Nei’ s 2 K 22 £8P 48 i = 0. 1049,
Shannon’s {5 B35 ¥ =0. 1821, H ™, = F5 & EH UL
Tk R JERE) Nei’s P Z £ 801 Shannon’s 5 B
FE B v 1 001 EAR A B, 3R B = e T BRI A A
TCE 28 1 AN 2 2h B 5 DN 4 78 UK B 31 Asf i) 22 e 3k
BWIIE#HEREE.

FENMEERFH (G 3), AR 0. 99% K
FREBE, BREHANASRAKEGES S LESW
99. 01% , B 4 F /K F 2 5 A B 3 (P=0. 052) , Tfij
JEBE SRR 8] 9 22 538 B4 8 28 7K F (P<<0. 001)
REMZERIR IR R B WA EEBR K2R,
T 25 SR IR 2Rk H FREEF R ARIAMEZ (8],

%3 E#% 2 N BB cDNA-AFLP

¥RiEH AMOVA %7

Table 3 AMOVA analysis of cDNA-AFLP

markers between two populations in Poplus yunnanensis

AR SRR F H FEm TRAS ERESE/Y%  PHE
JERE M 1 67. 32 0. 5266 0. 99 0. 052
JERER 57 2 994. 91 52. 5424 99. 01 <0. 001

Mt 58 3 062. 24

2.2 JEARMZERE R A AN Rt

#TF cDNA-AFLP 4 #f 45 5, i F§ NTSYSpc
version 2. 10e 315 59 NE A PiA To M 7R 8] 1 38
FEFM BB R A UPGMA BEFTBRE0 ., 8%
B,59 AN E M W T M R 22 6] i 8 i A B R BT
0. 7385~0. 9408 2 [a] , SF- ¥ AH L R B 0. 8263, HH,
QXJ031 1 LBB002 2 [a] A £ Hde K, T B — & Z (Al Y
258/, QXJ018 5 LMB034 2 8] flAH U & B/,
KR EHZRMERRK., =FHER 23 MEBEM T
T R 2 (Bl 8 A5 A 3R B f i B R 0. 7615~0. 9161,
AL R B 0. 8244 i KAE H BL7E QXJ031 FI

LYLO004 2 [i] , FH] =35 2 o) 7E AR AR 01 3 9 3R ik 22 S vk
B/, /IMEHBLZE QXB005 5 QXB006 2 [1], BARREE
F R —#b 77, {0 =35 2 6] 76 PR IR 301 32 D 3 5k 22 Btk
Ko W)IERE 36 ME M oM R Z B ML R
BAs BYEFE R 0. 7500~0. 9326, FE-X L R $ K 0. 8289;
B RE H PIAE LMBO16 F1 LMB020 22 [ , 5 /MA H B 7E
LMB019 1 LMB029 2 [&]., HiutAr U, ZEpR AR . &b F4H
[FRIIAEE 2644 B I )1 | & BEE A R ot 55 = e o B
W T R Z BRI A R Bt R, 5=
H Z B 43F KO 1 22 5 1 3 A — 2

M 1 RTLAE H, DLt AE L FR 5K 0. 80 S 1A, 59
MEBER TR AT R 3 A, 5 1 AT 52
ANER IO R, o, RE T = EG R T
REWRTH 1A Bk B F R —RAEH# PLA TC1E
AABARETHRSE. F2HEGETRETT)
EnHEM 6 MTCHER [H LME037 Hl LME038 R £ T i
iy &, —F AR TR — B0 8o, HAa 4 M
PR RAE T B AR FRI—T 4 Ht. 56 3 41X
AR ToME R LMBO15 M. H AT L, E AR U 2R Th B
FEPIZH Y 22 535 b B SR YR 22 18] R 77 7 38 5 1 A 56 1
1 FIAAE PR AR DT B, & T8 A7 28 B 3940 F A4 KA 1R
MAMERIR IR F BRI , H A IE 240 F R R
SIREEC AT HEREH] I EXF AR B A TR B K E A
TSRS, N, AT B R M ZEDh BB R I Rk = 7
HARES S HANIEMAE —EXR. ERLEMNS
TALE R T B B SR AR AR KRR CMIRIR AR 1)
ot 4% AE , 409 47 O A LMB029, LMB030, LMB031 #
LMBO34, REFH R M /NAE 2 4 BRI A 3R
H—MW532 585 -5 LME037 Fil LME038 f 5 /Ny
TEITHTR . AN, HE— B I 43 B TT A B /N A0 B
TCATHT AT A, KR4 T R AR A% LA MUK 40 Sl A £ 7
FHER R A3 B Te B e /N A B T, I B R QXT022,
QXJ021 F1 QZD032, 434 i 433 g /N S R AN K AL 534
HEWERLZ HEK,3 MEkERERE I — TR HRIT;
ToPEZR LMB032 1 LMBO33, 4345 £ 35 71N o DA 3 A 4
YR AL H, —FEHRA— 8T,
3 itig

A B B PR B2 358 A it A s il , L AR 1Y
ST BR A BOML BE S, 73 B0 B L BB o R B
MR I TE R W) 5 R 28 [B) A7 78 B B 22 RO, B
1% (P. trichocarpa) F13E M Az (P. deltoides) #x A8 7EAH [
WEAG T EMEAR FEHFERKNES, MAZ
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Fig.1 UPGMA clustering map based on coefficients of genetic similarity
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Diversity Analysis of Gene Expression at Dormancy Stage of Lateral Buds in
Populus yunnanensis by cDNA-AFLP Markers

LI Li* ,JJANG Tao'*?,ZHOU An-pei' ,ZONG Dan' ,ZHAO Yue-ming' , HE Cheng-zhong'? , LIU Dong-yu'
(1. Key Laboratory for Forest Resources Conservation and Use in the Southwest Mountains of China, Ministry of Education, Southwest
Forestry University, Kunming, Yunnan 650224; 2. Key Laboratory of Biodiversity Conservation in Southwest China, State Forestry
Administration, Southwest Forestry University, Kunming, Yunnan 650224)

Abstract; To reveal the molecular mechanism of branching characteristic difference in Populus yunnanensis , taking 59
three-year-old seedlings of plus trees clones of P. yunnanensis collected from Sichuan Province and Yunnan Province as
the tested materials, cDNA-AFLP molecular technique was conducted to examine the diversity of gene expression at
dormancy stage of lateral buds of the seedlings. The results showed that a total of 608 bands including 353 different bands
were amplified using selected seven primer combinations. Nei’ s gene diversity index and Shannon’s information index
were 0. 1061 and 0. 1856 respectively. Gene differentiation coefficience was 0. 0167, and gene flow was 29. 42, which
indicated a lower genetic differentiation existed among populations of P. yunnanensis. Analysis of molecular variance
(AMOVA) showed that variance was 0. 99% among populations and 99. 01% within population. Moreover, the variance
only was highly and significantly different among population. The results suggested that gene expression was complicated
at dormancy stage of lateral buds. Furthermore, the clustering results showed that most of the clones held the same
branching characteristics fell into subcluster unit or single cluster unit. The results of this study laid the foundation of the
previous research for further screening and cloning of genes related to branching in P. yunnanensis.

Key words: lateral buds of Populus yunnanensis ;dormancy stage;cDNA-AFLP;genetic differences
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