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Abstract : Taking different parts of squama of the bulb scales of Lilium dauricum and L. cernum as explants,the effect of
different sterilize method and different hormones composing and different parts of a squama on their adventitious bud
induction and multiplication were studied. The results showed the bulb scales treated with 75% alcohol for 30 s followed
by 30% 84 disinfectant for 15 min exhibited the best sterilization effect;the suitable medium for bulb induction of L.
dauricum was MS—+6-BA 0.5 mg/L-+ NAA 0.5 mg/L;the optimum medium for adventitious bud proliferation was
MS+6-BA 0.3 mg/L+ NAA 0.2 mg/L. The suitable medium for bulb induction of L. cernum was MS+ 6-BA
1. 0 mg/L-+NAA 0. 3 mg/L,MS+6-BA 1.0 mg/L+2,4-D 0. 1 mg/L was better for adventitious bud proliferation. The
better sampling sites of explants were the base of the bulbs central scales.
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1.2 RHEHk

SREL CTAB #3417 DNA i3, ITS 5|92 %
White 20 5% ] 5'-TCCTCCGCTTAT TGATATGC-3' 1
5-GGAAGGTAAAAGTCAAGG-3', |k Mtk & 3% 10X
PCR buffer 5 ;11,10 mmol/L dNTP 1 yL,50 mmol/L 3|
¥4 1 pL,DNA 40 ng, Tag DNA polymerase 0. 4 pL,#b
FEXZEK R 50 mL, RNFRTFH 95 CHAEHE 4 min, 94°C
AR 45 $,56°CIR K 45 s,72°CIEf# 45 5,35 MEH;72°C G
FEfH 10 min, Stk Pr%EE 5 W F, HA 3 K. Frig

2 HRESW
2.1 ITSFFHIKEER GC & &

M 1 AT41,26 MFNK ITS 4 K 580~815 bp,
GHCEHEA N 60%, KEA LA 235 bp, GC & BEFE
49. 7% ~66. 2% 2 Ia] ; [RlAF & B, BHABIFN ) TTS P 3l
FEAIR K B AR Ak R B R A ZE R, BB A 58 4 A R
ITS J¥31 3% B ITS FF5) AT LIAE B 4 2 BN R R P Ff
H) 4 FHRic.

x1 ITS B GC R EILE
Table 1 Length and GC content of ITS sequences of different species
ﬂ ITS y ITS
o %ﬂ] KA GCH& ﬂ %ﬂ] KA GC & &
Families Species Families Species
Length/bp GC content/ % Length/bp GC content/ %

BIER BE 580 63.5 Pk FH% 726 49.7
T 723 62.5 Pt E 642 52.2
— 617 63.3 JNE 729 56. 8
o8k kR 616 54.4 EH% 709 50. 2
=514 624 62.5 — AL 630 52.0
HE 603 53.1 P2 665 54.6
W& 598 63.3 W PRt LR 590 65. 8
= 704 57.2 AT 595 64.0
E3il 613 57.6 I3 698 54.0
FEREER 4B 782 58.5 [Ig 632 58.9
it 815 56.1 B 621 60. 4
W 758 59.2 SR 642 64.9

MehE 616 62.5

M 793 56.5

2.2 RFFLITS FHME BALA T
M 2 LR WA R R 7R — E SR R B AL
RS RER RS RS B AL E A 17 A

5 BAL BRI E R A, 51 11 4 3 MER
15 R BALR EE LA IR Z S1E(SNP) Jy 3, ix 4k
AL UAT LIy S R R B 2 FARiE .

*2 AEEE ITSERALR
Table 2 Informative sites of different families
Bt TS
Families {5 B 7 & Informative sites of ITS
3Pk 64 68 84 89~90 93 101 107 162 279 308 544 600 683 732 736 741 743
C A C AC G A G C T C G G G A G C T
TR 141 211 263 283 305 535 537 539 563 588 627 634~635 667 689 711 714 738
C A A G G C C C G C C AC A C G C C
BIER 268 274 289 516 530 561 591 594 603 678 694
G C C C C G C G C G G
g8 184 326 687
G C T
TR 66~67 74 77 80 83 88 134 163 202 207 328 527 532 546 673 691 760
GC G C G C A C G C G T C C G T C C

2.3 ETF ITS FIIMARGEW

HR4E ITS FPHI S 21 5 R 26 MR RS
R B BN YIRS IRE 5 NRHE RGP 4 i
KL EHRFBERHMEEREESHR RN 1,8
RHRIERIR A 1 XA D,
3 itig

IR RAES S s, B TERHE AR R G 2R

TEMNEL LN TRBEE B MEREANRGEHE
JB TR WA T RS, AR AN R G2
BT EHRNA TN T 5 B, NI, BB S 35 RHE R
GRFLEE., HEERMBERRX 2 BB HEY
LIS LA RS MR R A GANHE S T A A Y, i
Yyt , HFAER . FEPIYE 58 55 X R B O Xt Ak » 72
B 5 R IERRIE KRRIE E BRI . ST S
REW R AL R L H S5 HRRE, X
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Fig. 1 Dendrogram of different families based on ITS sequences
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Genetic Diversity Analysis of Twenty-six Species in Rose Class Based on ITS Sequences

OU Lijun,SUN Hai-jun
(Key Laboratory of Hunan Higher Education for Hunan-western Medicinal Plant and Ethnobotany,Key Laboratory of Hunan Province for

Study and Utilization of Ethnic Medicinal Plant Resources,Department of Life Science, Huathua University, Huaihua, Hunan 418008)

Abstract: The genetic analysis of 26 species including Campanulaceae, Lamiaceae, Asteraceae, Leguminosae sp. and

Rosaceae were studied using I'TS sequences. The results showed that the ITS lengths of 26 species were from 580 bp to

815 bp and GC content was about 60%j. Clustering results based ITS sequences showed the species from the same family

were firstly clustered. Five families were divided into two branches that Campanulaceae,Lamiaceae and Asteraceae were a

branch and the others were a branch. The results indicated different species from different families could be identified and

the identification of familial relationships had some limitations by ITS sequences. In conclusion, ITS sequences would be

combined with some analytical tools such as morphology,structure and others molecular techniques to accurately analyze

familial relationships.
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