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Fig.1 The flower of ‘AB23’ male sterile (left)and
its male fetilile(right)
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RNase-Free DNase 1. T #{4&}y Promega 2 &) 7= i ; FR
1 N ) B EcoRIFT Msel,RNaseH, T, DNA Ligase, T,
DNA Polymerase. E. coli DNA Polymerase] #J 2 & H
NEB 22 &7 i o
L2 Kok
1.2.1 cDNA-AFLP #z/#8 RNAprep pure 4] & RNA
TR S U B R BOBAMUIE RS 1) 8 RNA, LBRET & &
DNA, kT $#2 B cDNA Synthesis Kit 1380 356 B cDNA
W4k, cDNA-AFLP W& R KPS E Bachem CW
U, WY N EcoRTHI Msel, JH 6 %028 R
975 Tk P TR 53 288 B L 7™ 40 » 4 AR % 1B 7R 2 IR Sangui-
netti C J 0 k2 REH .
L2.2 ZRFEWHER. R T KERR
BT IR Ik B B JE E A0 T, B HRA 1.5 mL
BELEY A 400 pL Eik Buffer, Z iR E 24 h,65°C
JK¥% 2 h,13 000 r/min B.0> 15 min, B ¥, P-4
|l 44k )5 » F§ Promega pGEM-T Vector system [ #£47
W HBE L, BRI A KR E % R TAY TREAR
SEIF . DF 45 RS NCBL B EE LT T
1.2.3 ZRFRAIEFMEER RT-PCREUE HRYEH
W Actin R FE T 1 3R 51 1E RN S, #E17
FER RT-PCR BUE, R WRERTIWILE 1. 4548
BT B MR B B R B TR & T3 10 5 RINA, 3 5%
A1 cDNA 45 1 4%, FI#E RT-PCR #i#z, PCR J% i &%
£ .94°C T ZF £ 3 min, 94°C 60 s,52~58°C iR &k 60 s,
T2°CHEM 60 s,3t 25 ANEFF, 72°C FEAH 10 min, 1. 0%

TR BRI P TR RS 4 1 74

*1 AT RT-PCR S HIFB s 5 RIES |

Table 1 The spesific primer for RT-PCR analysis
R B 5l#¥5) (57 ~37)
TDF Primer sequences

Actin L.CCACGAGACTACATACAACTCT ~ R:TCTTTGCTCATTCTATCAGC
TDF01  L:AAAGGAGAAGATGAAGAAAAG  R:GTCACCACTAAAACCAAAACC
TDF02  L:.GGCGAAATCTGCTGAGAACTA  R:TTTCAACAGCCAAACAAGTGC
TDF03 L. TAACTGGACATAATGGACCTG ~ R:AAACACTCCAAACCTTCACTG
TDF07 L.GGAATTGCTGCTAAGGATTGG  R:ACCGCTAAGAAGAAAGTGTCAAA
TDF08  L:TAGCAACTTOCGACTGTTCAC  R.TOCATCAAAGACCTOCTCAAT
TDF-11  L:GGAACCACCACTTOCCACTTA  R:GGATTTCACTCTGATAGCCACA
TDF-12 L. TAATOCTGOOGTTTCACTCIG ~ R:OGTATGAAGATCATTGOCACAA
R:CTAATAATCTCAGCAGCATCC
TDF-18 L:GAGGGGACTAATGAGTGGTAT = R:GGATGAAAATTGTCATTCCTAC
TDF20 L:AGGGTTTTGAACAAGCATTCT  R:ACTCCAGTTCACAAACTTCTCAA
R:CTACCTTCTTCCATGATTCTC
R:CCTCAGGTTTGGGTTATGGTG

TDF-16 L. TACGAAGATAGGCATTCAGTG

TDF21 L. TCACTTTCCAAACATCCAATA
TDF22  L.ATGOGAATTGGAGCAAATAGA

2 GR545H
2.1 DNA-AFLP %5840
AR L EEMEY W 16 45 EcoR I(E+2)5 | ¥ H

8 2k Mse IIM+3)5 |4, 4 A%, 128 Xt 5| ¥4 &, X 0] & bk

BRARENMATRESEE AT . SR ERSTHE
FRUKIER LA 28 244 , K EFE 50~600 bp; FLifiE 2] 10
MEEWIFHAEEZSNEIY. SREH.TEERIAT
WEEE FHEA BN ES, kSR 2 R AR
BAMEMES WAERIBNESR, 10 X5 WHAE
A BRAEEE LRI R 19 4B B H IR 22 7 TDFs,
El 2 B HRA 2T PR B3 2 i 5 5%

FFSS FFSS

2 P cDNA-AFLP RIBHIMBHERRIEER
WF A BRI AR ;S A RIR G167, & 3 A,
Fig. 2 Differentially expressed genes abtained by cDNA-AFLP
Note: F:Fetile bud pool;S: Sterile bud pool,the same Fig. 3.
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B BERE A A B ) R R S 7R BT B 2 b
AMFEN S5 T BN F K & B o #&; TDF-08 #
TDF-26 4if% 75 (4 F T 41, TDF-2. TDF-9., TDF-15
& TDF-25 £ BlastX #l Blastn ¥R %A [FIE 25, UiAH
AIREAS 2 T SR F & B SRR
2.3 2R RT-PCR 407

N T BRI B 45 R AR5 L X 19 KRR R

TDFs #47 T 2 & & RT-PCR % i, 45 R 8%, 19 4
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E 3 #oERFTEEEM RT-PCR WiE
Fig. 3 Expression validation of differentially expressed
genes by RT-PCR
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Table 2 Analyses of TDF sequences similarity using Blast
RB&S  HBRKE ThRE T EAH — &
No. Length Function characterization E-value Identity/ %

TDF-01 403 Glycine rich protein (LOC544300) ,mRNA [ Solanum lycopersicum N 6. 00e-45 75
TDF-02 203 T [e] i

TDF-03 266 FHE I R BE BR F-box & 4 F-box family protein, putative [ Arabidopsis thaliana ]X 7.00e-17 68
TDF-05 314 WM H BEFL B glutathione S-transferase [ Arabidopsis thaliana ]X 2. 00e-20 83
TDF-07 302 FTIT emp24/gp25L/ p24 GEFYIE FH K emp24/gp25L/p24 family/ GOLD domain-containing protein[ Arabidopsis thaliana]X 8. 00e-37 81
TDF-08 254 Unknown protein [ Arabidopsis thaliana]X 6. 00e-42 81
TDF-09 372 T [e] i

TDF-11 297 AR IT B P B Pectin methylesterase [ Arabidopsis thaliana]X 4. 00e-21 76
TDF-12 338 HEW B L ET AT IR R 8 1 Lipid transfer protein, putative [ Arabidopsis thaliana X 2. 00e-28 73
TDF-15 284 Tc B

TDF-16 276 LA B A B AR AF I R P B 3 mRNA J$31 Calcium-dependent protein kinase 3 mRNA, complete cds [Solanum tuberosum N 2e-57 94
TDF-17 221 AT TO54-2 TO54-2 [ Taraxacum officinale]X 4. 00e-21 100
TDF-18 362 P FFIT GDP-L ¥ 384 B GDP-L-fucose synthase [Arabidopsis thaliana X 1. 00e-23 81
TDF-20 294 WA R H 2Fe-2S ferredoxin-like protein [ Arabidopsis thaliana]X 2. 00e-16 85
TDF-21 205 Nuclear RNA polymerase A2 (NRPA2) mRNA, complete cdr[ Arabidopsis thaliana]N 2. 00e-20 83
TDF-22 337 KRG SMCL & SMCI protein [Oryza sativa]X 5. 00e-38 86
TDF-23 209 HE) B BE BRI BB & B Fucose synthase putative [Ricinus communis]X 1. 00e-13 80
TDF-25 280 T [e] i

TDF-26 237 Unknown [ Zea mays_ X 1. 00e-12 88

. X,P 4331485 BlastX,BlastN 4347,

Note: X, N represented the analyses of sequences using BlastX,BlastN, respectively.
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BHmELHTFESRIURER TY-1 8 PCR &l

HOE W, KT A FEF, AR E

(L PR R R 252 0E 30 T Yk 11086652, i T AR B2 BE BRIETI T 10T YLk 110866)

B OEARARFINHA 3 RBEEMHCGERA Ty-1/Ty-Dfe 4 4 Bsm s &AL R
A ty-1/ty-1) 347 PCR ¥ 38, 30 . Bt H34 /= & 398 bp #) PCR ¥ 3¢ /1 B, Rm e R A FmAtA e
B = Taq 1 Bebuds 5, B8 30)6 5 %) 2 £ T 303 F= 98 bp VAR 398,303 #= 98 bp & /4 &,
Sh A BeIR AR 6 I3 5 4 T B DA B B0 G 45 A 398 bp B9 B B, EARIEAES R B A
BRMH BRI o A, RS FmhFl R aERiRAR Ty-1 $EEH 0L TRART, A
P AR 13 45 & 22 APRATAEN A 8 e A A A Ty-1 R AR, 3 MM R4E Ty-1 &
AR, ARXEARRTE NG 13 0F 5 B L AT, 13 O3 RE Ty-1 RpA R,

KRR A B AL R Ty -1 2 TRl

FENHKE:S436.412. 171 TEKFRIRAD:A  XE4HE:1001—0009(2012)13—0136—04

e (Solanum Lycopersicum) J&— Ffr it 1k B 5 4E
v, emtZ, 'R EREE &R Z. REEm
A7 R AN B A 3 B I R T I AT A A
BAIFRIRILN . STAER , bl 20 A v AR RN
PR A7 H B R [R) AR N, B R A
W7 HE B, A4 R U R mT R e A s 1096 ~20%6 ,
HI AT BB UL

o9 B v A T A A PR DL L R e i P
— , Hop & n 3 Ak ih - 3 % (Tomato  yellow leaf curl
virus disease, TYLCVD )21 538 Bl N i 47 A —Fh % K
PR, B BN 55 e 50 26 7= A B ol 1 B R, —
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B AR . 2o E T 20 AR 30 SEAREDA
FE WP RIS B —2 th Mk B\ (Bemisia tabaci) & #%
B X A2 97 B (Geminiviruses) , 3¢ & 4 4 78 % 5 B
(Begonurvints) L™ . ITEENE , %00 FAE R4 K 1A
FRBRRFAEZEMENBYE, B 2005 FH4,RET
BN i I S RN o | WA B N7/ R 1 =2 R s [ AN T
I R A R ARED I S B el R ) b TRE B E Y
HaH 25 X Hh ) T AR 7 U L E AR R . B
TYLCV E#46F 20 42 70 8, BRIE K EFH T —
LB ol P B R B S e R B LB A SR A 1Y
KR EERZNP TYLCV BB LN & A
TH R,

BRI A et rH ORI A Ty-1,
Ty-2,Ty-3,Ty-3a,Ty-4 Fn Ty-5 %,ﬁﬁﬁ£E@%Ty-l,
Ty-2F0 Ty-3 3, H A Zamir %00 Ty-1 ZH R F
LN, ZFE AR e 4 Bk N, I e AR

Abstract: Genic male sterility is an important way to utilize the heterosis of chili pepper,So,pilot studies were conducted

for better understanding the mechanism of the chili pepper GMS, establish chili fertile plants buds and sterility plant buds

cDNA library between the homozygous genic male sterility two-type line ¢ AB23” and by using cDNA-AFLP in chili

pepper genic male sterility of sterility genes for preliminary research. The results showed that there were 19 bands

expressed in a higher level in fertile plant buds, Among them, 13 bands homologous sequences function known,2 bands

function unknown and 4 bands were maybe some novel genes. The 13 homologous sequences function known participated

in the following biological process: metabolism, transcription, cellular transport, signal transduction mechanism etc.

Furthermore, RT-PCR demonstrates that it was consistent with the result of cDNA-AFLP. This study result will help us

understand that the development of chili pepper male gametes and could give basic information about the genic male

sterility in chili pepper.
Key words: chili pepper;genic male sterility; cDNA-AFLP
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